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IN THE SPECIFICATION: 



Please amend paragraph (000551 as follows: 
The present ,nve„«ion provides purifled and isolated polynucleotides («.», DN A sequences 
a „d RNA transcripts, both sense and contplenrentary antisense strands, both single- an 
doub ,e-s,ra„ded. ,„c,udi ng spl.ee variants thereof) tha, encode unxnown G pro,e,,coup e 
rec ep,ors heretofore tertned novel GPCRs, or nGPCRs. These genes are descrtbed e. and 
d esi nated herein collecttvely as nGPCR-x (where x is 86-93, 25SS, 25 . , • • 

** 264 u 2642 ' im i 2 ;r Q r N 2 :^- 

Table 1 below identifies the novc, gene sequence nGPCR-x des, g nat,on the SEQ C NO^ 
,„e gene sequence, the SEQ ,D NO: of the polypeptide encoded thereby, and the U&P . „ 
Provisional Application in which the gene sequence has been disclosed. 
Table 1 
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Sequence 
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"TT" 
100 
ToT 
102 
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TTT 
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"TTT 
TTT 
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E 
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A= Ser. No. 60/195,150 
OSer.No. 60/195,151 
E= Ser. No. 60/195,093 
G= Ser. No. 60/230,149 



Legend 



B= Ser. No. 60/195,099 
D=Ser.No. 60/195,148 
F= Ser. No. 60/195,098 



Please amend paragraph [000118J as follows: 
- Variant polypeptides include those wherein conservative substitutions have been 
introduced by modification of polynucleotides encoding polypeptides of the invention. 
Amino acids can be classified according to physical properties and contribution to 
secondary and tertiary protein structure. A conservative substitution is recognized in the 
art as a substitution of one amino acid for another amino acid that has similar properties. 
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Exemplary conservative substitutions are set out in Table 2 (from WO 97/09433, page 
10, published March 13, 1997 (PCT/GB96/02197, filed 9/6/96), immediately below. 

Table 2 
Conservative Substitutions I 



SIDE CHAIN 
CHARACTERISTIC AMINO ACID 

Aliphatic 

Non-polar GAP 

I LV 

Polar - uncharged C S T M 

NQ 

Polar - charged D E 



Aromatic 



KR 

HF WY 



Other NQDE 



Please amend paragraph [00119] as follows: 

- Alternatively, conservative amino acids can be grouped as described in Lehninger, 
[Bioch^str^, Second Edition; Worth Publishers, Inc. NY, NY (1975), pp.71 -77] as set 
out in Table 3, below. 

Table 3 

Conservative Substitutions II 

SIDE CHAIN 
CHARACTERISTIC AMINO ACID 
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Non-polar (hydrophobic) 

A. Aliphatic: A L I V P 

B. Aromatic: F W 

C. Sulfur-containing: M 

D. Borderline: G 
Uncharged-polar 

A. Hydroxyl: STY 

B. Amides: NQ 

C. Sulfhydryl: C 

D. Borderline: G 
Positively Charged (Basic): K R H 
Negatively Charged (Acidic): D E 



Please amend paragraph [00120] as follows: 

-As still another alternative, exemplary conservative substitutions are set out in 
Table 4, below. 

Table 4 

Conservative Substitutions III 

Original Exemplary Substitution 
Residue 

Ala (A) Val, Leu, He 

Arg (R) Lys, Gin, Asn 

Asn (N) Gin, His, Lys, Arg 
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Asp (D) Glu 

Cys (C) Ser 

Gin (Q ) Asn 

Glu(E) Asp 

His (H) Asn, Gin, Lys, Arg 

He (I) Leu, Val, Met, Ala, Phe, 

Leu (L) He, Val, Met, Ala, Phe 

Lys (K) Arg, Gin, Asn 

Met (M) Leu, Phe, He 

Phe(F) Leu, Val, He, Ala 

Pro(P) Gly 

Ser(S) Thr 

Thr (T) Ser 

Trp (W) Tyr 
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Tyr (Y) Trp, Phe, Thr, Ser 

Val (V) He, Leu, Met, Phe, Ala 

Please amend paragraph [00238] as follows: 

-- The following Table 5 contains the sequences of the polynucleotides and 
polypeptides of the invention. The transmembrane domains within the polypeptide 
sequence are identified by underlining. 

Table 5 ~ ~ 
The following DNA sequence Seq-86 <SEQ ID NO. 1> was identified in H. sapiens: 

ACACAGTGTGCACACACGTGCAGGGACATACCCCCTTCCCCAACTGCCTGGC 

CTGCACACTTGGCATTTCCAGTATTTCTAGGAAGTGATGGCTCTGTGCATCCT 

GAGCCAATCCAGCTCCGAGCCTCCAAGGCATCCTGGTGATGGGCAGCTGGAA 

GCTCTGCCTCTGAGGCCTTCACACACCCACCTTCGGTCAAACTTGCTTCTGCT 

GAGGAACTTGGTGTGTCTTCCTTCTGGGCAGGAGGTCACATTTGAGAGCACA 

GGAGCAGTGCCTGCCCCCCGGGAATGTGGCTCTGGGTAGAATTGCAGGCTCA 

GGGGTTTTGGGCAGGAGAGCACCAACCGTGCCACACCCACACAGACACGGTC 

ACTGGGGCCCTGCAGCAGGGACGACCGCACTTCCCAAAGGGCTGGGAAGCC 

ATGTCCAGAGGAGGCCATGCTCTAGCTCCCTTGGGCAGGGCTGGCTGCAAGG 

AGGGTGAAGTTGGGCATCTTGAACCCAGAGAAGTAGAGGACTCAGCACCAG 

CACAACCAGCTCGGCGCATTAATACACATTCCTCTCCCACTTCTCCCCAAGCC 

TGAAAAAACCTCAAACCAGCCTCTTTGCAGCTCCCTGAGGTCATGACTCACG 

AACCATGCTCGGGGCAGGGGAAAAGAAAAGCATCCG 

The following amino acid sequence <SEQ ID NO. 59> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 1 : 
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DAFLFPCPEHGSVMTSGSCKEAGLRFFQAWGEVGEECVLMRRAGCAGAESSTSL 
GSRCPTSPSLQPALPKGARAWPPLDMASQPFGKCGRPCCRAPVTVSVWVWHGW 
CSPAQNPACNSTQSHIPGGQALLLCSQMPPAQKEDTPSSSAEASLTEGGCVKASE 
AELPAAHHQDALEARSWIGSGCTEPSLPRNTGNAKCAGQAVGEGGMSLHVCAH 

C 



The following DNA sequence Seq-87 SEQ ID NO. 2> was identified in H. sapiens: 

CTAAAGGAGGAATAGATGTCTTTAAGAAGAAATGAAAAAATAAAGTAAATG 

TGAAAATTTCCCTTACTTATTTCCAAACAAGTGCTCCTCCAAAAAAATGCAAA 

TAATTAAGTTTCTGAAATGGTGAACATATCAGATTAGTAGACATATGGCAGG 

AGCAGCAAATGAGCAGATCAAGTTGAAGTCCTAGTATTACCAATCTGTTAAT 

GTTGACAGGAAGACTCATTTTGACTGTTCCTTTTATATCAATAAATGAGTGGA 

TTTCAACTACTCTAAATAGGAATGCTAAAAGCAGCACTGCTAAAAGTGCATA 

TCAAACCAATAATTTTCTGATGCTGTTTTGGTATATCCTACAAACATTTGTAG 

GACAACAACTCAGAAGGGAAAAAAATATCTTATGCCTTTGAGGTCTGTACTG 

AATGCTAATGCATTTGTATATGATGGGTTTAATACAGAACTGAGAATAAATT 

ACTTTCAGCAGCTGCACTCTAGACCTATAAATCGCTCTGAGTACTACAAAATC 

CATACAAAGGAAGAACAGCTGGATAATTTACACCACCAGTATTTGTCAAAAA 

AAAAAAAAAAAAGCTGAAAATACAGAACCTGATTTTGTCCCTTTTTCGAGTA 

The following amino acid sequence <SEQ ID NO. 60> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 2: 

LEKGTKSGSVFSA FFFFFOILVVIIOLFFLCMDFVV LRAIYRSRVOLLKVIYSQFCIK 
PIIYKCISIQYRPQRHKIFFSLLSCCPTNVCRIYQNSIRKLLVYALLAVLLLAFLFRV 
VEIHSFIDIKGTVKMSLPVNINRLVILGLQLDLLICCSCHMSTNLICSPFQKLNYLH 
FFGGALVWKVREIFTFTLFFHFFLKTSIPPL 
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The following DNA sequence Seq-88 <SEQ ID NO. 3> was identified in H. sapiens: 

AGGGGCCCTCCAGCACTGGTCTTGAAGGGGTGACAGGGTCTGGGGTCTGACT 
CCCACCTCCACCACTTCCCACCTGAGGGCCCTGGAATGAATCCTTTCCTGGAT 
CTGAGCTGCCACATCATCAGTGAAAATGACACCTATATGGGACTTCAGTGAG 
AACACAAATGCAACGTTCCTGCCACGGAACAACCCATGTACTCACTGGGAGC 
ATTGAGAGTAGATCCACACTGATTGACACAGGGACTCCAGGCCTGACCCATG 
ATATGTACTGGATACATGGCCATGAGTGCTCCACAG 

The following amino acid sequence <SEQ ID NO. 61> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 3: 

VFHSWPCIOYISWVRPGV PVSISVDLLSMLPVSTWVVP WQERCICVLTEVPYRCH 
FHCGSSDPGKDSFQGPQVGSGGGGSQTPDPVTPSRPVLEGP 



The following DNA sequence Seq-89 <SEQ ID NO. 4> was identified in H. sapiens: 

ACACCAAATACTGCTTTGCTGCCTTAGGCTTCAGCACATTAGCATGGCTTCCT 

CCCTTGGCATGGTAACTGTAGCTGAACTTGGAGGGTTTGTATTACCCATTATA 

ATTATTACTTATTTCACATGGAAAACAAGAAAATCTTTATGGGAATTCCAAGT 

TCCCCCTAGGAATACCAAAGAGAGGAAAAAGGCTTTGAGGATGGTCCTGATG 

TGTGAAGTGGTGTTCATTGTGTGTTTCACTCCTTACCACCTCAACTTCCCATTC 

TTTATGATGGTGAAGGAACATGTCTTTTTGAACTGCTCTTTTATAAAGATCAT 

TCTCTGTTTCCACATTATTTCCCTGTGTCTTGCAAATCTGAATTGTTGTCTTGA 

TCCAGTTGTATATTATTTTATGACCTCAAAATTTCATGATCAATTTTCAGATCA 

TGGCAGCTTGGTTCTTCAGTCATGTATGAGATGTAATAACAGTACCTTAGAAA 

TTCATCAGAGGAAGGGAGGATCTTCAAACTATCTCTCTTGAATGTTTGAAAG 

ATTCCAAGACAATATAATCAAATAATTAACTAGAAAAATCGATATGCTCTAT 

TAGTGTATCTATGTCACTTTGAAGATTTTTCTTTTTTTTTTTTCTTTTTTTTTATT 
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ATACTTTAAG 

The following amino acid sequence <SEQ ID NO. 62> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 4: 

HOILLCCL RLOHISMA SST.GMVTVAELGGFVLPIIIIT YFTWKTRKSLWEFQVPPR 
NTKF.R K K A I R M VT MCE VVFIVCFTP YHLNFPFFMM VKEHV FLNC SFIKIILCFHII 
SLCLANLNC CLDPVVYYFMTSKFHDQFSDHGSLVLQSCMRCNNSTLEIHQRKGG 
SSNYLSMFERFQDNIIKLTRKIDMLYCIYVTLKIFLFFFSFFLLYFK 

The following DNA sequence Seq-90 <SEQ ID NO. 5> was identified in H. sapiens: 

AATGCTACTGCTCCTGCATATAATAGCTGCTTTGAAGTGTTTGTCTGCTATGT 

CCAAAACATAGACTCTTTCAAAAGCACTTTCTGTTGTCTCCTTTTTCTCTTGCA 

TAGGAGTCACATTTTTCTGTCTCTTCACATATTTCATATTTATTTTTGTTGAAA 

ACCAGACATTTTAGATAATGTGTTGTAGCAGTCCAGATACTGATTCTCTCCCC 

CAGGAGCTGTTGTCTTTCTTACTTGTATATGTGTTTAGTGACTTGGCTGGACTA 

TTTTAATAATGTGTATTTCCCTGTAGTATATACCATCTTTTATACTAATGTTAC 

TTTTCCGATAGTGCAGCCTTGGGCATGGACAGAGTTATCCTGGGATGACAGT 

AACTTTTAATAGGGCTCTCTATGACTATCTCTTTCCCTGATGTCCCTGTTAAGC 

TATCTGCATCTCTTGGTATCACACCTAGCCTTTGACTTCCACTAATTGTTTGAT 

CATTGCCTCACTGTTTTTGGCAGTGCCCTAAGGCATAAAGTGTTCCACAGTCT 

GATATAATTAAATTCAGATTCTTACAAGAGTGGTCTTTGAGGCCAGTCCTTGA 

GGTTTGTGCTGACTCTGGGAGGGCTCAAATGTTTCCCT 

The following amino acid sequence <SEQ ID NO. 63> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 5: 

CYCSCILLSVCLLCPKHRLFQKHFLLSPFSLAESHFSVSSHISYLFLLKTRHFRCVV 
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AVOILILSPRSCCLSYLYMCLVT WLDYF NNVYFPVVYTIFYTNVTFPI VOPWAWT 
ELSWDDSNFGSLLSLSLMSLLSYLHLLVSHLAFDFHLFDHCLTVFGSALRHKVFH 
SLILNSDSYKSGLGQSLRFVLTLGGLKCFP 



The following DNA sequence Seq-91 <SEQ ID NO. 6> was identified in H. sapiens: 

CCTCACATCCCCTTCCCCTCAAACCCTGGCAACCCCAAACTGTTCTTGACAGC 

CTCCTTTGGCATTTCCTCATTTTGGTGTCAGATCTCACAGCAGAATTTCTTACC 

TATTATATACCAGTGCCTCAGTGTGAAGTTCCGGTTTAACTTCTTGTTACCAC 

GAGCCCACTATCTTGCCCCAATAATACCCTCCCCCAATTCACAAACACACAA 

GCATTCCCTCCTACAGCTTTGGGCCTCCTATCTGAGTCCTTCAGGAAAGAAGT 

GCTGTGTAACTCCCTTGGCAGTGAGTGTAGACTTGGTCCAAGGAAGATGAGC 

ACCAGTCAGGGCAGCTGGGCCCTCTTCTCTCCCTGGCCATCAGCAAATCAGC 

ACTGCCCATCGATGCCCAGGCAATGGGAGCG 

The following amino acid sequence <SEQ ID NO. 64> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 6: 

PHIPFPSNPGNPKLFLTASFGISSFWCQISQQNFLPIIYQCLSVKFRFNFLLPRAHYL 
APIIPSPNSQTHKHSLLQLWASYLSPSGKKCCVTPLAVSVDLVQGRAPVRAAGPS 
SLPGHQQISTAHRCPGNGS 



The following DNA sequence Seq-92 <SEQ ID NO. 7> was identified in H. sapiens: 

ATTACTATTTTTCAACCTCTTTTACTCCAGGGACTTCTATGCACCCTCTCCCTC 

AACTCCCCCTCAATTTGTTCTCATAATCCCCATGACCCCCAGTTTTATAACAC 

CACTGTCAGGAGCCCAAAGCTGCCATTCATTCACTTCCATTAGCATGACTCTT 

CATGTACTTTGGGGTCTTCAGTCTCTCCCCTTCTCCTAATTTCCAGGGTTCCAT 

TCTGCTTCTGCTGGCTTCCCTACAAAGCCTGCAACATCATAAGCCATTTCAGG 
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AAAGAGCTTGATCATCTTTTGATGAACCCTGCA'ITCATGACTCACTGCCTTAC 

CTGTCTTTGGCTCTGCATGTCCCCCAGTTTCCGTTTCTTTCTCTGGAAAGAGAG 

ATTGCCCAAGAGTCCTGCACATCAGCATTACTAGAAATGCATGCAGACCAGC 

TTCAGCTGCTTGCCAACTCTTTAAAAAATGAGTAAACAATTTTCTAAAGGGGA 

AAAAATCTCTTCACCTCCTCACACCAACTATTTGCATAATTCAGTGACCTTTT 

ATAAACCGTGCCATTGTATAAGCA 

The following amino acid sequence <SEQ ID NO. 65> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 7: 

ITIFQPLLLQGLLCTLSLNSPSICSHNPHDPQFYNTTVRSPKLPFIHFHITIFQPLLLQ 
GLLCTLSLNSHDSSCTLGS SVSPLLLISRVPFCFCWLPY KACNIISHFRKELDHLLM 
NPAFMTHCLTCLWLCMSP SFRFFLWKERLPKSPAHOHYKCMOTSFSCLPTLKMS 
KQFSKGEKISSPPHTNYLHNSVTFYKPCHCIS 



The following DNA sequence Seq-93 <SEQ ID NO. 8> was identified in H. sapiens: 

CACCGTCCTCATCATGATCGTCTTCGTCATCTGCTGCTGGGGGCCCTACTGCT 

TCCTGGTGCTGCTGGCCGCCGCCCGGCAGGCCCAGACCATGCAGGCCCCCTC 

GCTCCTCAGCGTGGTGGCCGTCTGGCTGACCTGGGCCAATGGGGCCATCAAC 

CCTGTCATCTACGCCATCCGCAATCCCAACATTTCGATGCTCCTAGGGCGCAA 

CCGCGAGGAGGGCTACCGGACTAGGAATGTGGACGCTTTCCTGCCCAGCCAG 

GGCCCGGGTCTGCAAGCCAGAAGCCGCAGTCGCCTTCGAAACCGCTATGCCA 

ACCGGCTGGGGGCCTGCAACAGGATGTCCTCTTCCAACCCGGCCAGCGGAGT 

GGCAGGGGACGTGGCCATGTGGGCCCGCAAAAATCCAGTTGTACTTTTCTGC 

CGAGAGGGACCACCAGAGCCGGTGACGGCAGTGACCAAACAGCCTAAATCC 

GAAGCTGGGGATACCAGCCTCTAAGACGGTTGGAATGGCCAGCTTATGAAGG 

CAAATTTCCACTCGCATTATTTAATGATGGAAGATTCTGGGGGAGAGTTGTGG 

ATTTCATAAAGCCAAACATTTAAAGCTAGAGACGGGGGAGGCTTACCACTTT 
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CCCCAAACAACATAAAAGACAATGTCCCTTCTTTCAAAAAGTGC 

The following amino acid sequence <SEQ ID NO. 66> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 8: 

TVLIMIVFVICCWGPYCFLVLLA AAROAQTMQA PSLLSVVAVWLTWANGAINP V 

IYAIRNPNISMLLGRNREEGYRTRNVDAFLPSQGPGLQARSRSRLRNRYANRLGA 

CNRMSSSNPASGVAGDVAMWARKNPVVLFCREGPPEPVTAVTKQPKSEAGDTS 

LDGWNGQLMKANFHSHYLMMEDSGGELWISSQTFKARDGGGLPLSPNNIKDNV 

PSFKKC 



The following DNA sequence nGPCR-93 <SEQ ID NO. 9> was identified in H. sapiens: 

CGCTCCTGCGTAAACACGCGGTTCCCTCGGCAACGCTGGAACCCACGTCAAA 

GGCTCCGCCAGGTCCCCAGCGACCGCCACCCCTCCGGCCGAGCCCAGCTCCC 

CGCGGCGGCCGCTAGCCCCCGGCCCCGAGCCACCACTCCGACCTAGCGGCCG 

CCGCCCCCGGTGCGGGATGAGGAGATCCGCGGCCGCCACTGGGCCCCATGGA 

GGAGCCGCAGCCGCCCCGCCCACCAGCGAGCATGGCCTTACTGGGCAGCCA 

GCACTCCGGCGCCCCCTCCGCGGCCGGCCCACCTGGCGGGACTTCCTCCGCG 

GCCACGGCGGCCGTGCTCTCCTTCAGCACCGTGGCGACCGCGGCGCTGGGGA 

ACCTGAGCGACGCAAGCGGAGGCGGCACAGCTGCCGCTCCCGGTGGCGGCG 

GCCTTGGCGGGTCCGGGGCAGCGCGGGAGGCGGGGGCGGCGGTGAGGCGGC 

CGCTAGCGACGGAGGCGGCGCCGCTGCTGTCGCACGGAGCTGCAGTGGCGGC 

CCAGGCGCTCGTCCTCCTGCTCATCTTCCTGCTGTCTAGCCTTGGCAACTGCG 

CGGTGATGGGGGTGATTGTGAAGCACCGGCAGCTCCGCACCGTCACCAACGC 

CTTCATCCTGTCGCTGTCCCTATCGGATCTGCTCACGGCGCTGCTCTGCCTGC 

CCGCCGCCTTCCTGGACCTCTTCACTCCGCCCGGGGGTTCGGCGCCTGCCGCC 

GCCGCGGGGCCCTGGCGCGGCTTCTGCGCCGCCAGCCGCTTCTTCAGCTCGTG 

CTTCGGCATCGTGTCCACGCTCAGCGTGGCGCTCATCTCGTTGGACCGTTACT 
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GCGCTATCGTGCGGCCGCCGCGGGAGAAGATCGGCCGCCGCCGCGCGCTGCA 

GCTGCTGGCGGGCGCCTGGCTGACGGCCCTGGGCTTCTCCTTGCCCTGGGAG 

CTGCTCGGGGCGCCCCGGGAACTCGCGGCGGCGCAGAGCTTCCACGGCTGCC 

TCTACCGGACCTCCCCGGACCCCGCGCAGCTGGGCGCGGCCTTCAGCGTGGG 

GCTGGTGGTGGCCTGCTACCTGCTGCCCTTCCTGCTCATGTGCTTCTGCCACT 

ACCACATCTGCAAGACGGTGCGCCTGTCGGACGTGCGCGTGCGGCCGGTGAA 

CACCTACGCGCGCGTGCTGCGCTTCTTCAGCGAGGTGCGCACGGCCACCACC 

GTCCTCATCATGATCGTCTTCGTCATCTGCTGCTGGGGGCCCTACTGCTTCCTG 

GTGCTGCTGGCCGCCGCCCGGCAGGCCCAGACCATGCAGGCCCCCTCGCTCC 

TCAGCGTGGTGGCCGTCTGGCTGACCTGGGCCAATGGGGCCATCAACCCTGT 

CATCTACGCCATCCGCAATCCCAACATTTCGATGCTCCTAGGGCGCAACCGC 

GAGGAGGGCTACCGGACTAGGAATGTGGACGCTTTCCTGCCCAGCCAGGGCC 

CGGGTCTGCAAGCCAGAAGCCGCAGTCGCCTTCGAAACCGCTATGCCAACCG 

GCTGGGGGCCTGCAACAGGATGTCCTCTTCCAACCCGGCCAGCGGAGTGGCA 

GGGGACGTGGCCATGTGGGCCCGCAAAAATCCAGTTGTACTTTTCTGCCGAG 

AGGGACCACCAGAGCCGGTGACGGCAGTGACCAAACAGCCTAAATCCGAAG 

CTGGGGATACCAGCCTCTAAGACGGTTGGAATGGCCAGCTTATGAAGGCAAA 

TTTCCACTCGCATTATTTAATGATGGAAGATTCTGGGGGAGAGTTGTGGATTT 

CATAAAGCCAAACATTTAAAGCTAGAGACGGGGGAGGCTTACCACTTTCCCC 

AAACAACATAAAAGACAATGTCCCTTCTTCAAAAG 

The following amino acid sequence <SEQ ID NO. 67> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO.9: 

LEPTSKAPPGPQRPPPLRPSPAPRGGRPPAPSHHSDLAAAAPGAGGDPRPPLGPME 

EPQPPRPPASMALLGSQHSGAPSAAGPPGGTSSAATAAVLSFSTVATAALGNLSD 

ASGGGTAAAPGGGGLGGSGAAREAGAAVRRPLATEAAPLLSHGAAVAAQALVL 

LLIFLLSSLGNCA VMGVIVKHRQLRTVTN AFILSLSLSDLLTALLCLPAAFLD LFTP 

Pnr^APAAAAGPWRGF CAASRFFSSCGIVSTLSVALISL DRYCAIVRPPREKIGRR 
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RALOLLAGAWLTALGFSLPW ELLGAPRELAAAQSFHGCLYRTSPDPAQLGAAFS 
VGLVVACYLLPFLLMCFCH YHICKTVRLSDVRVRPVNTYARVLRFFSEVRTATT 
VLIMIVFVICCWGPYCFLVLLAAA ROAOTMOA PSLLSVVAVWLTWANGAINPVI 
YAIRNPNISMLLGRNREEGYRTRNVDAFLPSQGPGLQARSRSRLRNRYANRLGA 
CNRMSSSNPASGVAGDVAMWARKNPVVLFCREGPPEPVTAVTKQPKSEAGDTS 
LDGWNGQLMKANFHSHYLMMEDSGGELWISSQTFKARDGGGLPLSPNNI 



The following DNA sequence Seq-2588 <SEQ ID NO. 10> was identified in H. sapiens: 

TCTCAAAAAATAAATAAAAACCACTGTACATCAACAAGGCCCTTGGGGGACA 

GCTGGGGCATAAGTAGGTGTCAGCCATACATCAGAGCAGTGTGCCTGCCCTG 

AGCTGCTTGGGGTTGACCAGCCTGGTGTCCAGAAATGCCTGCTGGAGGGAGT 

CGTGGTACAGGAAACCTTGTGCTCTTAGAAGGTCTCCTGAGAGGCCCTGCAA 

AGCCAGAGTCCCTCTTAGCAGCTCAGATCAGTGCTATCAAAGTATAGCTCGG 

GGATTGCTGCCAGCATACAAACTTTTACTGGTCTGCAGCGAGATAAGTACAG 

AAATTGAAAGTAAGCATTTAGAAACTTTTATAACAATTTTACAAGGTCTTGTC 

AAATGTTATTAAAACAAAGCTGAGGCTGGAATTTCACCTTTTTCATTTCGTTT 

TTTTCAATTTAAACAAATTGTAGTAAAATATAGGTAATATAAATGTACCATTT 

TAGCCATTTTTGAGCGTACAATTTAGTAGCAGTAAGTGCTTTCACAATATTGT 

GTAACCACTAGTATTATATAGTATATATTTTTAAAATTTTACAGAAGTATTAA 

GTTAGCAGCAGATTAAACATTTTTTTCTTAAATTGAGCTTGAGAAGCGCTGGC 

The following amino acid sequence <SEQ ID NO. 68> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 10: 

ASASQAQFKKKMFNLLLTYFCKILKIYTIYWLHNIVKALTATKLYAQKWLKWYI 
YITYILLQFVIEKNEMKKVKFQPQLCFNNIQDLVKLLKFLNAYFQFLYLSRCRPV 
KVCMLAAIPELYFDSTDLSCEGLWLCRASQETFEHKVSCTTTPSSRHFWTPGWST 
PSSSGOAHCSDVWLTPTYA PAVPOGPCCTVVFIYFLR 
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The following DNA sequence Seq-2589 SEQ ID NO. 1 1> was identified in H. sapiens: 

AGAGAGCAGATTGCCCTGTGTAGGTCAGGTCTGGGTTCTTTCTAGTCCAGAGT 

AGGGAAGAAACAGGAAAGAGGGCTGGTGTTGAAGGACCTTCAGCCACGAGA 

AGGGCTGTGTACCATGTAGCCCTCTGGGGAGGCACAAAAAGGCTCACCATTT 

TCTGAAAATGACTAGACTGCAGGATCCACGTGAGTGTGACTATTGCATTCAT 

GACCTTATCCACAGGGCCTCACAAGGTGCCTGACATGCAGTAGGCTCCAGAT 

GCATATTTATTATAAAGTGAATAGTCCTTAAGCTGCAGGGTCCCTTCTATTTG 

CATTCTAAGAAATAGTCACTTTTATGCCTAATTTTGTATTTGCAGTTTTATAAG 

TTTTATAAGAGGGTCTCCCAAATAGTATAAACTTCAAGCCCCACAAAACCTAT 

GTTTGCCTCCCATAGGCATGCAATAAATGTTCGTGGATCTAATGAGTAACAA 

GAAAAAGAAGGAACAAAACCCTAACCCCTCCCCTACCCAAACCAGTGGCAA 

CCGGGGAGGATCAAATTCAACCTTGATCAGTCAGAGGCAGCATTCCTAAATT 

ATTCCCAAGCAGCAATAGACAATGATTTACCTCAATTAATTCAGCCAGTTAA 

AAGCTTAGTTCTTACTTGCCAACCGAAGGCTTGAAGGCAAAATGTGTTTAAG 

CCTC 

The following amino acid sequence <SEQ ID NO. 69> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 1 1 : 

RLKHILPSSLRLASKNAFNWLNLRIIVYCCLGIIECCLLIKVEFDPPRLPLVWVGEG 

LGFCSFFFLLLIRSTNIYCMPMGGKHRFCGASLYYLGDPLIKLIKLQIQNAKLFLR 

MQIEGTLQLKDYSLYNKYAS 

GAYCMSGTLGPVDKVMNAIVTLTWILQSSHFQKMVSLFVPPQRATWYTALLVA 
EGPSTPALFPVSSLLW TRKNPDLTYTGQSAL 



The following DNA sequence Seq-2591 <SEQ ID NO. 12> was identified in H. sapiens: 
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TTCAGGCAGATGTCAGTTAAAAACTTACCTCTGCACACTGCAAAAACTGTAT 

AGCCCTGAACAGATACTTTTCTTGAGCATAGTTCCTTTGTCTCTAAAGCAGGC 

ATAATTGCCAATG l'GGGGATGATATTTAGAAATCTGAACTGATGTTTATTCTC 

TAGGGGTCTTCTCATTTGAGCTGGGATTGGAGATGTCTAGTGTCTCAGAGCAG 

CAATAAGAAAACAGAAACCTCTTCCAGCTTCTGACATCCAAATGTCAAGCTC 

TTAGGAGAAGAATGGAAAGTCCTCAAGAAATGCAAATAGCTTTGGCAGAATA 

GCTGATGAAGACCACCTCTCCCCCCTCCAGAAAGGCATTGGTTCCCCATTCAT 

GGAAAAGGGAATGTAGAGAGAGATTAGATAATAGTACATCCATAAGGTTCCT 

GGAATCTGCATCTGAGGAAGAGGGGCGTCAGAGACCCCAGCTGTTATCTATA 

ATCCCTCCT 

The following amino acid sequence <SEQ ID NO. 70> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 12: 

FOUTAGVSDAPLPOMO IPGTLWMYYYLISLYIPFSMN GEPMPFWRGERWSSSAI 
LPKLFAFLEDFPFFSELDIWMSEAGRGFCFLIAALRHTSPIPAQMRRPLENKHQFR 
FLNIIPTLAIMPALETKELCSRKVSVQGYTVFAVCRGKFLTDICL 



The following DNA sequence Seq-2592 <SEQ ID NO. 13> was identified in H. sapiens: 

GCACTAGGGCAAAGTCAAGACATACGGGTGTCCAGTTCTAGCTTTGCAACTA 

ACTGGTTATATATTTTTAAGTTACAGTCACTCTGCGCCAGTTTCCTCATTTTTA 

ATAGAGTGGGTTAGAACTAGATAAATACTTTCATTTTGTCAAGCTCTAAATTC 

TGACTTCAGGAAAAAACCATAAGGCACTGGAGGTTTATTCATAGGTTTTTCTG 

CTGACCCCGTCCCTCTCTGTTTCTTCAACCACCACAAGACAATCAACTTCCCT 

GATTGGAGATTGGAACAGGTGTGTTCTAATTCTAAATGCATCACTTAACTATT 

AGTTCCAACTCTCTGGGGCTTCCTTCAAATAGGGGAATTAGACTGGTCTCCAA 

TCTCTTTGTACAGATGAGTAACTTTATTTACCCAAAGATTTAGTATTAACAGT 

CGGGAGCAGGAGGGAGAATACTTATGAGACAACAGCCATTTCCACAGTGGA 
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GAGGAATGGTTTGTTCCCAATAGAAGTTACCAGATTTCAGTCCCATTGCCAAA 
TAGATATTATGAGCAAGGAAGAAATCTATAGTAGTAACTTAAGACCACCAGA 
AAGATCAAAGCCCAGAGGGTGAGGGTATGGCAATAAACATTAGACATATCTC 
TAACCCTCTTTTGTTTGAAATACTCATTACCCTGTGGTACTGGGAATACCTGT 

GCCTACAA 

The following amino acid sequence <SEQ ID NO. 71> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 13: 

I.AOVFPVPOnNF.YFKOKRVRD MSNVYCHTLTLWALIFLVVL SYYYRFLPCSYLF 

GNGTEIWLLLGTNHSSPLWKWLLSHKYSPSCSRLLILNLWVNKVTHLYKEIGDQ 

SNSPIRKPQRVGTNSVMHLELEHTCSNLQSGKLIVLWWLKKQRGTGSAEKPMNK 

PPVPYGFFLKSEFRAQNESIYLVLTHSIKNEETGAELLKNIPVSCKARTGHPYVLT 

LPC 



The following DNA sequence Seq-2593 <SEQ ID NO. 14> was identified in H. sapiens: 

TTCTGCCATCGCAAGGGGAGGGAAGAGCACCTAAAGGGCTTATGAGAGGTTT 

GACTGACCAAGGGAGGGAACAGAACACATTCCTTTCCATTGGCTAGGACTCG 

GTCACATGGCTTTCCCTCATTATTAGTGAGGCTTGGAGAATTCATCTATTTGT 

GAGCCCAGGAAGAAGAGAAAACAAATTGTGGTAAACATTTAGCAGTCTCTAT 

GACAATAGTCTGTATGTTGACTGCAAAGGTGGATGAACAAAACCAAGCCTCC 

TTTAAAGCAATACAATCTGGCAGAGTCCCTGGGTTATCATTCTGAACATAGAT 

GCTTATTGTTCAAGAGTTAAGAAAATTAGCATGACTGCATTCCAGTTCTATAA 

ATTTAATCTTTATTCAGCATATTGTCATCCACATGTCTTAAAAAATAAAATAA 

AAAACAAAAAACCTAGTAACTACGTTTTATATAGCAAGGAACACTCATATAT 

ATCACTTCATTGTATCCTTACAACAATCCTGTGCAGTATATGTTTTACTCCCTT 

TCTTCTATGTTTTGTATATAAAGAAATGAGCCCCAGGGAGTTGAATGGCTTGC 

CCCAACTAGTGAAGCTAAAACTCCAATCCAGGTCTTTTTATTTCCAAATCCAT 
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AATCTACAACCATCTGTAGAGAGTTATAATTAAGAGATATGAATGGTCAGGG 
GCCTTTCCATTTCAGTGCAAGTCTGCCCAGCTCCAACTACCAGCATCTG 

The following amino acid sequence <SEQ ID NO. 72> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 14: 

LPSQGEGRAPKGLMRGLTDQGREQNTFLSIGDSVTWLSLIISEAWRIHLFVSPGRR 

ENKLWTFSSLYDNSLYVDCKGGTKPSLLSNTIWQSPWVIILNIDAYCSRVKKISM 

TAFOFYKFNLYSAYCHPHVLKNKIKNKKPSNYVLYSKEHSYIS LHCILTTILCSICF 

TPFLLCFVYK EMSPRELNGLPOLVKLKLOSRSFYFOIHNLQPSVESYNEIMVRGLS 

ISVQVCPAPTTSI 



The following DNA sequence Seq-2594 <SEQ ID NO. 15> was identified in H. sapiens: 

AATCCTGCATTTCCCATGCTCTGGGGTGAGAAGGAATTAGCTGGGAGCCAAT 

TAGCAATCTTGTCAGAAGCAAATGAATTTTGAATAAACTGGATACTTAAACT 

GAAATGAGACCATTGAAACCAGAAGAGCCTGAGATCCATCAGTTAGAGGAA 

ATAAAAGAAGTGGCATTTTCCTTGCCATCTGGGTGCAGTGTGAGTGATTTTTA 

TAATCCTACCACATTTTTATCCCTGCTTCCCTTAAACTGTAGGACCCAAGGAA 

CCTGGCTGTTTTGTTCAACATGATGTGACCCCATACCTAACCAGGCCAGGCAC 

AAAATTGGCCTCCAATAAGTAGTGGATCAAAGTATGAATGGATAAACTGAAT 

GAATGAAGCCAAACTTGAATTTCTCCATAGCTTATCCAAATGGGAATGGTAA 

AAATCATAAGCTTTTGAGAAGAGAACTTATTAAGAAGCCCTACATCAGTCAT 

GACTGGCATCATTGGTTAGTTTACCCAATTTTCTCCTTCCCTTCATCTTCCTAA 

TGCAACTCTGGTTTGGGCTGCAGTATACCCAGTTAGAATACGCCCTCCCCAGA 

GTCTCATCCAGCTGGAGATGATCAAGTCACCAGTTCTAGCTAATAAGTTGCCA 

GCCAAAGTATTCAGGATGAGACTTCCAGAAAAAGCATTGTTTTCCTGATAAC 

AATGGACAGACC 
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The following amino acid sequence <SEQ ID NO. 73> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 15: 

SVHCYQENNAFSGSLILNTLAGNLLARTGDLIISSWMRLWGGRILTGYTAAQTRV 

ALGRREGENWVNPMMPVMTDVGLLNKFSSQKLMIFTIPIWISYGE IQVWLHSFSL 

SIHTLIHYLL EANFVPGLVRYGVTSCTKQPGSLGPTVGKOGKCGRIIKITHTAPRW 

QGKCHFFYFLLMDLRLFWFQWSHFSLSIQFIQNSFASDKIANWLPANSFSPQSMG 

NAG 



The following DNA sequence Seq-2595 <SEQ ID NO. 16> was identified in H. sapiens: 

GACTGTTATTACTGAAAGTCATTGCTTTTAGACTCTTCCAACTACAGAGCAAG 

GAAGTTTATGTGTATATAGTAATCTGTGAATATACACATACATACACATATTT 

CTATATGTAATCATCCATATTTAAATTAAGTAGAATATGAGTTCATACTGATA 

TCTCCAATCCTAATCAGTTACCACAGGGATTATTCCGGCCTTTTTCCCTTGGA 

AGTTTGCAACTCCTGCTTCAACAGTTAGAAATCTGGCTTCCATATTCATTTGC 

TTAATTGTTCAATTCCAGTACACATAAATGGTGGCTTCAGAATTAATAACTTA 

TACCTCCATGGGAAATAACTTTATTAACTAAAGTACAGCACTTATGTATAGTA 

CTTTTTGAATTTTTAGACTTAGAGATTCCTCTTCTTTTCCAAAGTTACTTAGGT 

CAGAACCATTTTCCATTCTTCAGTGAAGTTGTCTTATGTATTTGTAATACAGTT 

AGATTGTTCTGTCATATGGTGCATTCCATCCTGGGATTTCCTATCTCTTTTTTT 

AACATTTGCATATATTAAGTTTCATTCTTTTGTGCTGTATCATTCTATGGGTTT 

CAATTAATGCATAGTGTCATGAATCTGCCACCATAGGAGCATCATACAGAGT 

AGTTTCACCAACTTAAAAAATTCCCTATGTTTTAC 

The following amino acid sequence <SEQ ID NO. 74> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 16: 

LLLLKVIAFRLFQLQSKEVYVYIVICEYTHTYTYFYMSSIFKLSRIVHTDISNPNQL 
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PQGLFRPFSLGSLQLLLQQLEIWLPYSFALFNSSTHKWWLQNLIPPWEITLLTKVQ 
HIXIVLFEFLDLEIPLLF QSYLGQNHFPFFSEVVLCICNTVRLFCHMVHSILGFPISF 

FNIC1YVSFFCAVSFYG FQLMHSVMNLPPEHHTEFHQLKKFPMFY 



The following DNA sequence Seq-2596 <SEQ ID NO. 17> was identified in H. sapiens: 

CGTTCCTTCCTCTGTGTCATAATGGACATGATGATAGTTGGCTCACTCAGTAA 

ACATTCTGTGTCTGGAAGGATTTGATTTGTCCTTTTCTTGAGGCAACAATTTTG 

AGGTGATTTGAAAAATCTTTCTTGAAAAATTAAAAAATTTTTCTAATTAAAAA 

TAATGCAAGCTCATTAGAAAAAAATTGAAAAATAAATAAAAGCACAATTTTT 

CTTAACCACTTAAAGATGACCATTGTTAGTTTTTTTTTTTTTTTGGTGCTTTTTT 

CCGTTTCCAATCTCTTTTCTATTAAAACTTCTGAAATGTGATTGTAGCAATGA 

CGCATAAGGGGCCCTTGACACATTGAGAAATTTATAAATACGCTGGCTTCTTG 

TCTTGCTTTTGTCCCCAGCTTAACTGGGAACTCTTTTTCTATATCTTTGAAACT 

CCAAATCCTAGATAATTCTTCAAGGTCAAGCTCCAATGTCTTGCTGGATTCTT 

CTCAGCAGGAATTGATCTATTTTCTCTGTATTTTTGTGCCACAGGATCTATGA 

CTCTCTTATGGCAACTACCACCTTCTGCCTTATATTACGATTTTTGAATCTTCC 

AACAAAGTCTAATTTTTTTTTTTTCAAATGAAGTCTCGCTATATTGCCCAAGCT 

GGAG 

The following amino acid sequence <SEQ ID NO. 75> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 17: 

FLPLCHNGHDDSWLTQTFCVWKDLICPFLEATILRFEKSFLKNKIFLIKNNASSLE 
KNKINKSTIFLNHLKMTIVSFFFFLVLFSVSNLFSIKTSEMLQRIRGPHIEKFINTLA 
SCLAFVPSLTGNSFSI SLKLOILDNSSRSSSNVLLD SSOOELIYFLCIFVPODLL SYG 
NYHLLPYITIFESSNKVFFFFQMKSRYIAQAG 



The following DNA sequence Seq-2598 <SEQ ID NO. 18> was identified in H. sapiens: 
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ATGTCATGGGAAATGCAAGAATATGTGTCCAGCATGGAAGGGAATCAGTATG 

GAAG I CTTTTGATAAATTGTGGCATTTATCACTAACATTGCCTCAAAACTTTA 

GACTACCTGCCATATACAAATTAGAGGTGAAAATTACTTCCATGTAATATAC 

AAGCCAACACAAAGAATCCTATCCCAGTTTCTTGGATGGATAGGCAAGAATC 

TGGGTAAGGTTTATTGTGCAATAATCCTCTTCTCTCTTCTATAGGCCAGGATTT 

AAGTTTACCTCAAAAATGGAAAATTTTGGCTGGGAAAATTACATGTGGGAAG 

ACATCTTCAGTGGAGATTTTAGTAATTACAGTTTCAGCTATGACCCTACCCCT 

TTTCTACTAGATTCTGCCCCATGTTGGCCAGAATCCCTAGAAATCAATTATGT 

TTTGATCATCATCTATGCCCTGATGTTTCTACTGAACGTGATGTGAAACTCCC 

TGCCGATGCTGGTCATCTTATTCAGCTGAGTCAGCCACTGTCACCGATGTCTA 

CCTGCTGACCCTGGCCTTGGCCGACCTGTTCTTTTCCCTGACATTGCCCATCTT 

GGCTGCCTCCAAGAATGAATGGCTGGGATTTTTGGCACAATCTGTGCCAGGT 

GGTCTAGCTCCTGAAGGAAGTCAACTTCTACGGGGGGTATTCTACTACTGGCC 

TGCCGCAGCATGGGACTGTTA 

The following amino acid sequence <SEQ ID NO. 76> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 18: 

VMGNARICVQHGRESVWKSFDKLWHLSLTLPQNFRLPAIYKLEVKITSMYTSQH 
KESYPSFLDGARIWVRFIVQSSSLFYRPGFKFTSKMENFGWENYMWEDIFSGDFS 
NVSFSVDPTPFT IPSA PC WPFSI ,EIN Y VLIII Y ALMFLLNVMNSLPMLVIL FS VSHC 
HRCLPADPGLGRPVLFPDIAHLGCLQEMAGIFGTICARWSSSRKSTSTGGILLLAC 

RSMGLL 



The following DNA sequence Seq-2600 <SEQ ID NO. 19> was identified in H. sapiens: 

TATGATATTTCAGCCATGGTGCTGAACATTTCCAAACAGCATAAATGCACCAT 
GTGTGTATGTTTTCCTTTGGGATGCTGTGCTTAGAGGGTAGCAGACAGGGTGC 
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AAAGTGAGAAGGACCTGGCTCTGCACCCAACACTGCCAGTATTGAATCCTGA 

CTCCATCATCTGGGAGCTGTGCAACCTACGCAAGGTACTTGGCCTCAGTTTCC 

TCATCATCCCCATGGCATTTTTGTGAGAATTAAATGAGCTGAAACCTTGAAAC 

CCCTTCAAACAGCAGCTGGCACAGAGGAAGCACACAATCAATGTCAGCTGTA 

CTCTTCCTGGCAGTGTGGAGATCCCAGCTCTGCCCCTAGCTAGTCACTTCTCT 

TCTTGGAATCTCAGTTCCTTCATCTGGGAAATGGGAGCAGATGTGAAAAGGG 

GCAGGGTGAGAATACATATGAAAGTGCTGGCTCCTGGTGCATAGCAGGCACT 

TAATAATGATACACTTTTCCATCTTCTGCCTTCCCCAGGGATGCATTGTGCCA 

TGTAAGAGAGAGAGCCTCCAGGGTTGGCGAGAGTTTTTGATCCAGGCTTTTTC 

AGGTGTCAAAGATGAGCTGGGTGATTCTCCATAGATTTTCCTTTCTAACAGGT 

GACAGTTCTGTTTCAGAAATACTGTGGATGTTCAGGTTTACAGCACAT 

The following amino acid sequence <SEQ ID NO. 77> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 19: 

VLTTSTVFLKQNCHLLERKIYGESPSSSLTPEKAWIKNSRQPWRLSLLHGTMHPW 
GRQKMEKCIIIKCLLCTRSQHFHMYSHPAPFHICSHFPDEGTEIPRREVTSGQSWD 
LHTARKSTADIDCVLPLCQLLFEGVSRFQLIFSQKCHGDDEETEAKYLAVAQLPD 
DGVRIQYWQCWVQSQVLLTLHPVCYPLSTASQRKTYTHGAFMLFGNVQHHGNI 

I 



The following DNA sequence Seq-2601 <SEQ ID NO. 20> was identified in H. sapiens: 

TTTATGCTCATGTAGTTCTTTCCAAGAAGAGAAATTACAGAGTCAAATTGTAG 

AAATATTTAAAAATCTTTGGCACACATAAACAGTATCCATATAATTTATACCA 

TCTTTTAGATGAGTTTTAACACCAAATGATAGAAATCTCAGTTTCATACAGAT 

TTGGTGGGCTGGAACCAAATACTTGCCTGATAGGCTGTCCCCTCGTCTTTCCT 

AGCTGTTCTGGGAAAGGCAGTTCCTGGTAAGAACTCTCCCTACGGCCCCTTTC 

ATCTCACTGTTCCTCAGGGCATAGATAAGTGGGTTGAGCAGTGGGGTTCCCA 
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ATGTGTACACCAGTGAGATGAACTGATCTTGCTTGGGGTTGTAGCTGGAGCT 
GGGGCACAGGTACATGAAGGCACAGCAGCCATACTGCAGCAGCACCACAGT 
GAGGTGGGAAGAGCAGGTGGAGAAAGCCCGGTGGCGGCCAGCAGCCGAGTG 
GATCTTGA 

The following amino acid sequence <SEQ ID NO. 78> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 20: 

KtHSAAGRHRAFSTCSS HLTVVLLOYGCCAFMYLCPS SSYNPKOD OFISLVYTLG 
TPLLNPLIYA LRNSEMKGAVGRVLTRNCLSQNSERRGDSLSGKYLVPAHQICMK 
LRf LSFGVKTHLKDGINYMDTVYVCQRFLNISTILCNFSSWKELHEHK 



The following DNA sequence Seq-2602 SEQ ID NO. 21 > was identified in H. sapiens: 

TTTAAGCCACCCAGTCTGTGGTGTTCTGTTATGGCAGCCCAAGCCAGCTACTA 

CAGGGTGGGACGAGGGGAGGAGCATGGCCTCTGCTGGAAGTGCAGGCAAAT 

GATCCCCCAGGAACAATGATGGGAGCTTCTGATTGCTCTCATTATCTCTGCAA 

AGTAGGAAGAAAGATTCATCAGCTGAGCATGAGGATGGTAGAAAACATCTTT 

GGGAAATTTCAGAAGTGAAGGAAGGCATAAAATAGTCATCTAAAAAAAGCA 

GGAAAGGGAAAAGACAGAGAAATCCAGTATGAGTCCCAGGACTCCAGGAAG 

CATCAGGACCCACTTGAAATTGCCAATGCTGAATTTAAAATGAGGCCAGTCT 

GTACAGAAGCACTTCTGGAATTTGCTAACAGCTAAATAGAGTAGAATCAATA 

CTTTAGAGAATACGAGTAACCAAAGGAATAAAATTAACTGATCAACTTTTGT 

GGTTTTTACTATTAATATTTTCTTCAGTGTAAATCATAGCTGCCTGAATTCCTG 

AACCCCTCTTATATAAATCTAAAAAGCTCTGGTTTATCATGGTTGAAAATTCA 

TGGCTAACTTATCAGGCAAACTGTCCCTAAAGCATTTTTTGAATAGCTTTAGT 

ATCAAGATGGTACTGAGTGTACATTTCATTTCCCTGCTTAAAGGAAGGCTTAG 

TTATTTTAAACCAAGTCTTATTTTTATAG 
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The following amino acid sequence <SEQ ID NO. 79> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 21: 

IKIRLGLKLSLPLSREMKCTLSTIL1LKLFKKCFRDSLPDKLAMNFQPTRAFIYIRG 
VQFFROT FTT KKTT fVKTTKVDO LILFLWLLVFSKVLILLYLAVSKF OKCFCTDWP 
HFKFSTGNFKWVLMLPG VLGLILDFSVFSLSCFFMTILCLP SLLKFPKDVFYHPHA 
QLMNLSSYFAEIMRAIRSSHHCSWGIICLHFQQRPCSSPRPTLLAWAAITEHHRLG 

GL 

The following DNA sequence Seq-2603 <SEQ ID NO. 22> was identified in H. sapiens: 

ATTTCTGGATTTATGCCTCCCCTGACCCATTCCAGGATTTACCCCAAACCTTC 

CACACTCTCTTCTAACAGGGAAAGTTCTGTTATGACACAATAGTACTTATTAA 

GACAGATTTACCTTCTAAGTCTCAGGACAGCATTTCACAACCAGAAATAACT 

GGTCACATGAAGAACCAGGAGTCTGGTAGTAGTGAAATTCATTTTCCTTCTTG 

AAAAAGTGGATCAAAGGATTCAAACAGCAAGTGGTGAATCAATGAAAAGTG 

GTAAAATGGTGAGGAAAAAATGTTACTAAAAGATGACCTCAAGATTACTGGT 

GCATATGAATTGCTTTTTTATATAGGAAAATACTGGATAATTTCTTATTGTCA 

TAGTATAATTAGAAGCAATTTCATGTGTTCATTTTGCCACATGAGTTTAAATG 

GAATAGATTTGGTTCCCTCTCTAACATGAGTTCAGTGTCTGAACTTGGGCAAA 

TTTCTAAACAATTCTGAGCTTCACTACCTCTGCTTGAAAGTGAG 

The following amino acid sequence <SEQ ID NO. 80> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 22: 

SLSSRGSEAQNCLEICPSSDTELMLEREPNLFHLNSCGKMNTNCFLYYDNKKLSSI 
FLYKKAIHMHQSGHLLVTFFPHHFTTFHFTTCCLNPLIHFFKKENEFHYYQTPGSS 
CDQLFLVVKCCPETKVNLSVLLCHNRTFPVRRECGRFGVNPGMGQGRHKSRN 
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The following DNA sequence Seq-2604 <SEQ ID NO. 23> was identified in H. sapiens: 

CTTTGGAATTTTATTCTAAGCATCAATCAAGAGGTATAGTACGAGAAAGGTA 

GAACATGTAATTATAAATTCAGGATTCAGGAAGTTTATTTTTCTCTTCTTTTTA 

ATTCTCTCAAAATGATCTTGATTCCTGCAAAGTGTTAGTATATCTGGTAAGTA 

AGAGTCTATTTCTTTTAAACTTCATCTGTATTAACCAGCTTTATATGACCAAA 

ATGTCCCCCAAATTTAAATCTTTGCACAGTAAGGCCTTATATGTACACCTGGC 

CTCATTTCAAAAGACTAAAGCAGTTGTTCTCAAATTCAGCTGCACATTAATAT 

AAACTGGAAAACTGTTTAAGCTCCTGATGACAAAGCCACATGTGAGACTAAT 

TTATGCTGAATCACTGGGCCAAGGACCCAGGTATCAGCATTTTTTAAAACTAT 

AGAGGAATAACCAGGGTTGAGAACCACTGCACAAAATGGTAAATGCAACTTT 

TATTTAAGTTATTTTTTTTAAATAAATAATGGTTGAATTGATACTGATCTTAGT 

ACCAAGTCATGGCAATTTTTTCAGACTTAGAGAATTCATCCTGGCATTGAGAT 

TATTAAAGAACCTAGAAATCCAAGTGTTTTTGTTTATATTTTTCCTGTAAATAT 

TAGAGTATGCTAGTGCTCATCCTTATTTGATAATTTTGGAAAAATATATTAAA 

ACATTT 

The following amino acid sequence <SEQ ID NO. 81> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 23: 

LFFYgKHQgP^VRFPMMT TnnsnST.FFSSFFSONDT.nSCKVLVYLVSKSLFLLNFI 
CINO LYMTKMSPKFKSLHSKALYVHLASFQKTKAVVLKFSCTLITGKLFKLLMT 
KPHVRLIYAESLGQGPRYQHFLKLRNNQGEPLHKMVNATFIVIFFKIMVELILILV 
PSHGNFFRLREFILALRLLKNLEIQVFLFIFFLILEYASAHPYLIILEKYIKTF 

The following DNA sequence Seq-2606 <SEQ ID NO. 24> was identified in H. sapiens: 

ATTATCATTTGAATGTTGATATTACATCATATACAAATTGATTGCAACATAGT 
TATTTAATGTAACATTCTATTTTAAAAGATAAATTTATCAGAATCATACATTG 
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CTACAGTAGTCTCCCTTATCCACAGGTTCATTTTCTATGGTTTCAGTTACCTAC 

TGTCAACAAGGATCCAACAATATTACATGGGAAAATCACAGAAATAAACAGT 

TTGTAAGTTTTAATTTGTGCGCTGTTCTGGGCAACGTGATAAAATCTCATGCT 

GTTCCTCTCTATCTTGCCTGAACATGAATTATCCTTTGTCCAGTATATCCACAC 

TACATATGCTACCTTCCCATTCATCATTTAGTAGCTGTTTTGATTATCTGATAG 

AAAAAACACACAGTATATATAGAGTTTTTTATGGGGCAAGGGAAAACTTTCT 

CTTTGTCCTCTGAAGATTCACTGAAAACTCAACTCACAAGGGCAGACTAATA 

GGAATGAAGGTAAAAAAAAAAATATATTAACATCAATGGAGATAACTACAG 

AGTGATTATTCCATTGCCATCAATGGACTACAGTGGCTTAAATATCGTTTTGA 

GGTTACAAAAAGAGTGGAAGTCTTGGGATCTTGGCAAAACAGGTTATGGGAA 

GAAGAGAAGAGAAACCCTGGTTAGCAAAGGTCATCTTGTGATGC 

The following amino acid sequence <SEQ ID NO. 82> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 24: 

IIIMLILHHIQIDCNIVICNILFKINLSESYIATVVSLIHRFIFYGFSYLLSTRIQQYYM 
GKSQKTVCKFFVRCSGQRDKISCCSSLSCLNMNYPLSSISTLHMLPSHSSFSSCFD 
YLIEKTHSIYRVFYGARENFLFVLRFTENSTHKGRLIGMKVKKKIYHQWRLQSDY 
SIAINGLQWLKYRFEVTKRVEVLGSWQNRLWEEEKRNPGQRSSCD 

The following DNA sequence Seq-2607 <SEQ ID NO. 25> was identified in H. sapiens: 

TTTTTTCCCCCTGAGTGTTTCTCTCATGCTTTCCTCCAAATGGAGATGGAGAG 

GTTTCACCTCACTTTTCTCTAACTCTCCCTAGTTTTTTGGTTTCTTTTCCTCCAC 

ATCTAAAAGTGTGCAGAATGTCCCTTTAGCACATAGAAAATCTTTTCTTGACC 

CTGCCACCTACTTAACTAAAATCCCACACTTTTCTTCTTCTTTTAAGATTTCCT 

TTATAATGGTGTGTGTCAATGGCCACATCCACCTTATCCATTCCTTCTTAAAG 

TTCCAGAAAAACGGTTTTGTTTCCTGTTACTTTAATGGAATTATTTTTCCAAAG 

ATCAACAGGACTTTCCCTCAAGCCCAATCCAGTCGGTAG 
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The following amino acid sequence <SEQ ID NO. 83> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 25: 

FFPLSVSLMLSSKWRWRGFTSLFSNSPFFGFFSSTSKSVQNVPLAHRKSFLDPATY 
TTKTPHFSSSFK ISFIMVCVNGH I HLIHSFLK FQKNGFVSCYFNGIIFPKINRTFPQAQ 

SSR 

The following DNA sequence Seq-2608 <SEQ ID NO. 26> was identified in H. sapiens: 

ATACATGATAAGGTACATGGATCCAGGGGAAGGATGAAGGGCAGTGTGGGA 

TTGCTTTTGAATTTCTCCAAACTCGCCCATAAAAGCAGACAGGACAAACTAA 

GATAACTAAACAAAAAAACCCACAGACAAAACTATTACAAACCCCAAAAGA 

AGTGTGGTGGGAACAAACATCTGATAGAATCAGACACATTACTGGTGACCGG 

ACATAAGCCCTGTTAATGAGAAGCTTACATTTAGGAGAGTCAATTAAGTACA 

CGCTATACACAACCTAAAGTGGTAAATGCTACCTTGGTTATTCAACTTCACTG 

TTACATGCCTTGAAGTGTGGGGTGCACTGGCCTGAACCATTCTGGTTGTGTTT 

GATTCCTTAGGATGCCACCAACAAATAACATTGAGAAATACCCAGCTACTTTT 

CATTGTTCTCCAATGGCAGCAAAGTACAAATGATCTCTATGA 

The following amino acid sequence <SEQ ID NO. 84> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 26: 

IEIICTLLPLENNEKLGISQCYLLVASGIKHNQNGSGQCTPHFKACNSEVEPRHLPL 
vvvsvvt inSPKna J TNR A WRSPVMCT JI.SDVCSHHTSF GVCNSFVCGFFCLVI 
LVCPVCFYGRVWRNSKA1PHCPSSFPWIHVPYHV 



The following DNA sequence Seq-2609 <SEQ ID NO. 27> was identified in H. sapiens: 
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TCCAGGCAGTATTCTCCATGACAATGAGGAAGGTAAGTCTGCAACAGAAGAA 

CAATGGCAGAAATTTTAAGAAAAGTTTACCGCCTGGGACTATGACTCACCTTT 

TGGGAGAAAATGTGACTAACCCTTTGTAAGAGCTTGTTGAGAGCTCACTTTCC 

TGGGAGGAGTCGGGAGAAGGGGAGCATCAGCTGACGAAGAGGTGAAGGAGG 

TACCCAACAAGAAAAGCGTAGAAGGACCAGGGATTTGGGGTCGGGTCTTCCT 

CCTGATTCCAAGGGATGGCATAAGATATTGCCAAGTGAAGGAAGCGAAGTAG 

AGCCAGCAAAGGAAGGTGAACTGTTGTTTCATTAGAAATAATATGTTGTGAT 

AATTATACAAAGTACTAATTAGTAAATTTCTTTCCAACCTCGACACTCCAAAA 

ATCCCTGTACTTATATCCCGAAGGCCTCTTCTTCCCCAAGCTGGAAGACACGG 

TCACTCATTAGTCACCCACTGTCACAGGAGTAACAGAGACTACAAATATTGG 

ACAGGACATAAGTGAGGGTCAAGCATCTGGATGCAGATGCATGACAGGATG 

CAAGTCTTCCCAGCTCTCATGGACTTTGCGACAGATGCACAGAGTGAGGTA 

The following amino acid sequence <SEQ ID NO. 85> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 27: 

TSLCASVAKSMRAGKTCILSCICIQMLDPHLCPVQYLSLLLLQWVTNEPCLPAWG 
r R r,T R nTSTnTFnvSB T FRNI T TSTT YNYHNILFLMK OOFTFLC WLYFASFTWOYL 
MPSLGIRRKTRPQIPGPSTLFLLGTSFTSSSADAPLLPTPPRKVSSQQALTKGSHFL 
PKGESSQAVNFSNFCHCSSVADLPSSLSWRILPG 



The following DNA sequence Seq-2610 <SEQ ID NO. 28> was identified in H. sapiens: 

ATTAAATGCCTGAACTCCCTTCAGCTCTGAAACTCTGTGGTGTATTCTCTGAG 

GACATTACCTCTCTAAGGGACCCAAATTAAACAGCTCACACCATCCATCATTT 

TTCTGTCTGAGGTTTTATTTCCCTAATCAGATTTGGGTAAATTTTCAGCCTCTC 

TCTGTCTCTTACTTCCAATCCAATAAAACCTGTATGGATTTGTTTTGTATTTCA 

TCTAATGTCATTATTCATTCTAAGAGTCACTGCCTGACCATTTCCCTGCCTATA 

GCATAATTAGCTATTAAAAAGCTACACTGGCATGGTTTTCAAACTTGCATCCT 
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CTTTTTCTGAGGTGGATTGATTCTAAACTGATTAAAATATCTCAGAATTTCCA 

ATACAATTTTTAAAATGCAACAGATTTTCAAGACTGCCTCATGACTCTGCCAA 

GCCAAGGGAGTTAGCTGCCAACTCTCTCTGACTGCCAAGGAAGCCAAATAAA 

TAATCCTGATGGTGGTTTTAAAATGAGAGGCAAGTGCCCATTTCTTAGGTTGA 

CAGTGCCACCCTACACATTGACTTCTCCAGGGTTTGTAAGACACCAAGGGTG 

ATGTTTCAGATTTTCCC 

The following amino acid sequence <SEQ ID NO. 86> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 28: 

LNATPFSSETLWCILGHYLSKGPKLNSSHHPSFFCLRFYFPNQIWVNFQPLSVSYF 

nSNKTr.MnT.FrTSSNV TTHSKSHCLTISLPIALAI KKLHWHGFQTCILFFGGLILNLK 

YLRISNTIFKMQQIFKTASLCQAKGVSCQLSLTAKEAKIILMVVLKEASAHFLGQC 

HPTHLLQGLDTKGDVSDFP 

The following DNA sequence Seq-261 1 <SEQ ID NO. 29> was identified in H. sapiens: 

TCCACATTCTTTCTAAAGTTCTGAGCTTTTCCATGGGCTTCCATGGTAGGGAA 

AGCACATGGCCTGGGTGTGGGTAGAGCAGGTGCGGCCATTTATATGTATGGT 

TCTTTGCAAGTCTGGCATTTGTAAAATGGGTGATGCTTGTATTGTGTTTATTTA 

TTCAATCATGTAATAGAAGATGCACATAAGATTATTTTGAAAAGTATGCCTTC 

CATTTTCATGCTGAGAATAATGCAGGAAGTTCAGTGTAATGCAGTTATAATA 

AAATAGTAGCAAAACAATATTTTGCTTTAAATCATGGAATTAGCAAGTAAAG 

ACTAATTGGAAGCCAATCTTTTGCAAATTTTTTAAATGTAAGTTTATTTGGAG 

GATATGACTTGTTGGCCCAGAGTACATATAAAGAACAAAAGAGTATAATTAA 

CAACAGTTTCAAATATGGACTTACCAGGCATCTTGATAAAATCAGTATTGAC 

ATGTATGTGAATGCCAACATTGTGTTTTTCCAATTCAATACTATGTTATGCCA 

TAAAACTGGTAGCAGTTATGAAAATTAGAATTGGTTAAAAACTGTTGAAATC 

TTTAAATTTTTCCTGTTTA 
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The following amino acid sequence <SEQ ID NO. 87> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 29: 

NRKNLKISTVFNQFFSLLPVLWHNIVLNWKNTMLAFTYMSILILSRCLVSPYLKL 
LLIILFCSLYVLWANKSYPPNKLTFKKFAKDWLPISLYLLIPFKAKYCFATILLLHY 
TELPALFSAKWKAYFSKSYVHLLLHDINKHNTSITHFTNARLAKNHTYKWPHLL 
YPHPGHVLSLPWKPMEKLRTLERMW 



The following DNA sequence Seq-2613 <SEQ ID NO. 30> was identified in H. sapiens: 

TACGTGGGTTTCCCTATCGTCCTCTTCATGAGTTCTTTGTGAAAACAGAAAGA 

CTGAGTCTGCCAATAACCAGCAAGAGAACAAGATAAAATAAATAAAATTAA 

CCATAAGACTTTAACATATGACAAACAACTGGTAAGGATTTTCAAAATCTTTT 

GGTCAACTTTGATGGTATTTTTCCATACAATGAACTCTAAAATATGAAAAACG 

TACATCCATATTTTAGATATAAAAGTCTCTTGCACAGGCCAGAAAATGAAAC 

TTTAATTTAAGCAATAAAATTCCCCTTTGTAGACTGCAAATGGAGAACATGCT 

ATCTAGCTTCATTTTTCTTCAACTTACATAAAAATGAAACAATGGTTAATGTT 

CTGGCGGCATCTCTAAACATATTCAGTGAAACAAAATTTCCTTACAAATGTCA 

ACAGCTTACAACAAATAACATTTTATCCTGTTTAATTATTTAGAAACAAAATC 

AGTTATGCTGAGATATGTTTGCATGGGATTTATATACTCTGATCATAGAAACA 

AATTATTGACATCTGAATCTGAAAGCTGCAAAACATGATAAAAGACATAATA 

AAATCACAGATTTGTTATTCTCTCAGGAACTTTTTCTAG 

The following amino acid sequence <SEQ ID NO. 88> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 30: 

KKFLREQICDFIMSFIMFCSFQIQMSIICFYDQSIIPCKHISALILFLNNTGNVICCKL 
LTFVRKFCFTEYVRCRQNINHCFIFMVEEKSIACSPFAVYKGEFYCLNSFIFWPVQ 
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F.TFISKIWMYVFHH.F.F1VWKNTIKVDOKIL KILTSCLSYVKVLWL1LFILSCSLA G 
YWQTQSFCFHKELMKRTIGKPT 



The following DNA sequence Seq-2614 SEQ ID NO. 31> was identified in H. sapiens: 

GGTGCCCATGCTTGGTGGTAGGATGTATGAAGCTCCTTGCTCCTCCAGCTGGG 

CATCCTGCCACTTGCTGAGCCAAATAAGGAATGTGGGGAAGCAGCAGGCCAC 

CAGCCAGATGAGGGCCACTGCCTTCCAGGCAGCCCCATGGGACATGAAGGA 

GAGGTAGCGCAGTGGATGGATGACTGCCAGGTAGGTGTGCAGCACAATGGC 

GGTGAAGGACAGGATGGTGCTGGTGCAGGCGGCGAAGACAGCATCAGTGAG 

AATGCCACAGGCCATGCGGCCCAGCTCCCAGCCACCCAGGCTGCTGGAGGAG 

ATGAGCATGTGGAGGAGAATGTAGGCCAGGTCTGAGAGCAGGATGTTAGCC 

GGGAGCAGGTAGTGGGGCTCCTGTCGCAGCCGTTGGTTCCGCAGGATGGTCA 

CCAGCAGCAGGGGGCTGACAGCCAGTGTGGCTGCAGCCAGCAGGCTTGAGG 

GAAGGAAAAGCCAGTACAGCATGGAGCTGGGCACCCTGAGGTCCCCCAGGC 

CCAAGGAAGTGTTGCTGGCTGCTTGGGGCATGCAGGGTGTCTTGCTGATGAG 

CTGGATCAGGGCCGGCCAAGCTGTAGTGCCCACAGGGCAAGGTGCCAGCTCA 

TCCCCCATGCTTCCTGGCAGGGATGGCTGGCTTTGT 

The following amino acid sequence <SEQ ID NO. 89> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 3 1 : 

QSQPSLPGSMGDELAPCPVGTTAWPALIQLISKTPCMPQAASNTSLGLGDLRVPS 
SML YWLFLPSSLLAAATLAVSPLLLVTI LRNORLROEPHYL LPANILLSDLAYILL 
HMLISS SSLGGWELGRMACGILTD AVFAACTSTILSFTAIVLHT YLAVIHPLRYLS 
FMSHGAA WKAVALIWLVACCFPTFLIWLS KWQDAQLEEQGASYILPPSMGT 

The following DNA sequence Seq-2615 <SEQ ID NO. 32> was identified in H. sapiens: 
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AACACTGACTTCTCTGAAGCAGTTGTCTAAAAGAACCTACACCATTTTTATTT 

AGCAAAAAGGCTTTTGTTAAAAGCAGGGGATAGCAGAAAGAGCTTTGTAAA 

AAATATGTCATGGATTTTAGGAGTTTCTAAGAGCAAGAAAACGTTTCTTAAAT 

AGAGGAATGAAGCAATTAGAGTTCCATAAAAATCACCTAATGGGCCTTCCAA 

AAGGCAAATGCTAAAGCCCCAGAAATCATCACTGAGGAAGTCTGAAGTAGG 

AAGAGACCTTGTTCTAGAAAGCCGACAAGGTAGAAATTAAAATGGAACAGG 

CCCAACTTGAAATTCCGAGACCAAAAGAGGAGCTGATGACATTGGTGGGAGA 

CAGGTGTGGGAATAAAGAATGTTGGTAGATTCTAGAGACATTCCAGCGATAA 

CACAGACAGGACTTTGTGACTGACTGTATGGGGCAGCTGCAGGGGTAGGAGA 

GGAGGAACGATTAAGACATGATGAACTGGGCTATGAGTTGGCAGCTCCATTT 

ACTCCAGAGAACACAGGAGGTGAAAATCATGGGAGACTTGATGAAAACACT 

TTGAGAGGCACCATGGGGATAAAAGCCAGAAATAAGGTGGGAAATGGTGGA 

AGCTATTCATTCTAGAAAAGAGGGTGGGAGGATGAGCATAAGTTAACAGGA 

AACAAGTTAATTTTTTAAAAGTGCT 

The following amino acid sequence <SEQ ID NO. 90> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 32: 

HFKINLFPVNLCSSSHPLFNELPPFPTLFLAFIPMVPLKVFSSSLPFSPPVFSGVNGA 
ANSPSSSCLNRSSSPTPAAAPYSQSQSPVCVIAGMSLESTNILYSHTCLPPMSSAPL 
LVSEFQVGPVPFFLPCRLSRTRSLPTSDFLSDDFWGFSICLLEGPLGDFYGTLIASF 
LYLRNVFLLLETPKIHDIFFTKLFLLSPAFNKSLFAKKWCRFFTTASEKSV 



The following DNA sequence Seq-2616 <SEQ ID NO. 33> was identified in H. sapiens: 

TTTCCCAGATAAATTGTATGCACAGTAACTGGTGTTGCAGTATACCATAGCAT 
ATATACATCCATTTGGCACACTGCAGGTGCCAGTGGGACAACATACCAGAGT 
GTAAGTCTTCCTGATCATTTTCATGATGTCCTCAGTTATTTACCTTGTAATAAG 
CTTGTAAACGTCTATGATTGTTTTTGAGTCATCCCAATGCAGTCATGTAATAA 
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CAACA TG TA T TTTAAA rGAAACTTGGGGATTTTCCTCCATACCTGAATCTCTA 

GTATTCACATAAATGAAAAATCAAAATTAGGATAAGTTAGTGTCAAACATTA 

ATGGATTTTTACAATGCTAATTGGTGT'rCCTTTTTAAATTATTGCTGCCTACAG 

ACACATAGCTATAGTTCCATGCACTTTCAACCACCAATGCTGCCAGGCTAGTA 

AAGCAGTTAATGTATATTTGGGGTTAATTATCAGAATCACCAGAAACAATTTT 

TTTAATTTTTAAAATATTTTATTTTTCCACAGATTATTGGGGTACAGATGCTGT 

TTGATTACATAAGTTCTTTACTGGTGATTTGAGAGATTTGGGTGCACCCAACA 

TCCGAGCAGTATACATTATTCCCTATG 

The following amino acid sequence <SEQ ID NO. 91 > is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 33: 

FPRIVCTVTGVAVYHSIYTSIWHTAGASGTTYQSVSLPDHFHDVLSYLPCNKLVN 
VYDCFVIPMQSCNNNMYFKNLGIFLHTISSIHINEKSKLGVSVKHWIFTMLIGVPFI 
IAAYRHIAIVPCTFNHQCCQASKAVNVYLGLIIRITRNNFFNFNILFFHRLLGYRCC 
LITVLYWFERFGCTQHPSSIHYSL 



The following DNA sequence Seq-2617 <SEQ ID NO. 34> was identified in H. sapiens: 

CGGGTTATTTAGAGAACCACTTGAAATACCACCTCCTTGGTAACACCAGCTCC 

CTCCACCCCCTGAGCTCACGGTCTCTTCCCTGTGAGATGCAGCACCAGGTAAG 

GTCATTAACAACCAGGTTTAGAGTAAACAGTGCTGGGCTGTATTTCTGATCCT 

GCCTTTCCCTAACTGGGTGCTCTTTGGCAAGTTATTAAGTTACTTCATCTGTAC 

AATGGGTTACACTTATGCCTTTTACATATGGTTGTTGCGAAGATTGAGTGATA 

TGCATACCAAAAATGCTGAGCAGAACACCTTGTCCATATCTTTCCTCTCTGTT 

ATTAAATGGAGGCCT'ri'AAGGTTAAGTAATrrGTTATTGTTGTGGTTAATTTT 

AGTCCTCTGAATTTTAATCTAGTACAAATTGTGCTGCATTTGGCACATGGTAC 

ATGTTCATGAATATTGAGTGTTGTATAAAGGAATGAAAAATCAATTACATGA 

AAAGAAATTCCAAATCTTACATTTTACAAACACAGACACAAAGAATACTAAG 
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ATTTAACTCAGGGGCAAAAGTTAAGATTTGGCCACCAGCACGTGG TGAGCTT 
CCTTGAAAGTTTGTTTCTGGC 

The following amino acid sequence <SEQ ID NO. 92> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 34: 

GLFREPLEIPPPWHQLPPPPELTVSSLDAAPGKVINNQVSKQCWAVFLILPFPNWV 
LFGKLLSYFICTMGYTY AFYIWLLRRLSDMHTKNAEQNTLSISFLSVIKWRPLRLS 
NLLLLWLILVLILIYKLCCI WHMVHVHEYVLYKGMKNQLHEKKFQILHFTNTDT 

KNTKILRGKSDLATSTWASLKVCFW 

The following DNA sequence Seq-2618 <SEQ ID NO. 35> was identified in H. sapiens: 

ATTCTAATGGCATTAATCCATAGCATTATCTCCATCTCTGTTTTAAATATCATG 

CATCCTCATTCTATGATTCAATTTAAAGGAATCCTTCAAAAGGATCAATCTAA 

ATAAATAACAAGTTAGCTTTCAGGCAAACAAATAAATTTGCTTTGTTTTATAT 

TCACCATAAATATTTCACTTAATTACTGAGGTACCTTGTTCAGGAAACACAAA 

ACAACATTATAAATTAATTAGCACTGTCCCTGCTGACGTTTTAGTCCTGTGGA 

ATGCAAAAGCTAAAAGTAAAAACAGGCCATGAAGCCCAACCAGAGCACACA 

TCGTATGCAAATGATAAAGCCCACAAACATCATGGGATCATTCCTGGGACAT 

TCTGAATCACCAAAATTTTGTCTTTAATCAAGTATTGCCCTATTTATTTTCAAA 

TTCAA 

The following amino acid sequence <SEQ ID NO. 93> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 35: 

I N i k- ixir a ti r>R nNFr.nSFCPRNDPM MFVGFIICIRCVLWLGFMACFYFL LHSTG 
LKRQQGQCLIYNVVLCFLNKVPQLSEIFMVNIKQSKFICLPESLVIYLDSFRIPLNII 

EGCMIFKTEMEIMLWINAIR 
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The following DNA sequence Seq-2619 <SEQ ID NO. 36> was identified in H. sapiens: 

TTTGGGTCTAGAATCCCCTTGGTTTGGGAAGCATCCAGAAGGAGCTTCCATCC 

CCATCCATTTCTTGCTCACTTCCTCCTCTCTAGCTTTGTTTACATGTCTCTCGAT 

ACCTAGACAGAGGCAGAGGCATGGACTTCTGGTTCTAATCATTCAAGCCTTA 

CACGTCCTTCAAGGCTCCATTCAGAATTATCTTTCCTCGGGGAGTCTGCTTCT 

CCTATTTCAGGATTTACTGACTATTCTCTTATCTCTTGTAACATTTAATATCCC 

ACTCCTTAGCATTAACTTTTAAACTTGCTTTCTAATCCTGAGGTTTGTGTTCCT 

TTGCCTTGTAAAATTCTTTGTAAATGGCCAGCCCAGTACGTAGCCCAGTCCCA 

AGCACCACGTAGGCAATTGAAGGAGCTGGGACAAAAAGAGTTCTTTGTTTGA 

ATTTCTTTTACTGCTCTGAGTTTACTCTGTATTTGCACATGAGTTTTAATGTTT 

TGGGGCCATTGAACTATTTGAGAATCTAGAAGATAATACACCTCTTTTCAGAA 

AAACACATATGAATACACACACACACATGCCACCTACACACACAATTTTGCA 

TGTAATTTTAAGGATTCATTAACCTTAGCTTACCAGACTGTAAGTTCCTTTGC 

ATATT 

The following amino acid sequence <SEQ ID NO. 94> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 36: 

YAKELTVWAKVNESLKLHAKLCVVACVCVYSYVFFKEVYYLLDSQIVQWPQNI 
KTHVQIQSKLRAVKEIQTKNSFCPSSFNCLRGAWDWATYWAGHLQRILQGKGT 
QTSGLESKFKSCGVGYMLQEIRESVNPEIGEADSPRKDNSEWSLEGRVRLELEPE 
VHASASVVSRDMTKLERRKARNGWGWKLLLDASQTKGILDP 



The following DNA sequence Seq-2621 <SEQ ID NO. 37> was identified in H. sapiens: 

GCAAGTTATCTGTATTTATCCCCCTACAAACACACACTCCTAACATACAGTGG 
TGAGAGAGGAACAACATAACTGCAGAGGAAGTAAGTGAGAGACACAAAGCA 
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GTCATTGGTTCATTGCTATAATGAAATTCTCCTAGACAAATGCTGCCAGGATC 

TCTTCCCTGGGGATAAGGTCTAGTTATCTTCCTGGAAGTGGTTTCCAGCTCAC 

TATTCTC TACTGTATAATTACAGTGACTCCCTCATCCATCCTCTTGTCTTCTCA 

GATCTTAACT1TA TCC TCTAGACTCCAGGCTCCTCCTCTGAGATGTTCTCACTT 

TTCTGCAACAAAAGCTGAGTCTATTTCTCAATCTGTTTGCTGTCCATAGAAAA 

TGGAAGGTTCAGAGGCTTTTATTCAATTTTCTCAGTCTCTTTATTGCAAGCTG 

GGTCCCATTTACTTATATAACTCTTTTAAAAAGTTTTTGTGGGCTTTCTATGTA 

TCAGATAATAGACCACTTCATTTGATAAAAAGCCACATTCTTTGTTTTCCAGA 

CAAGCTTTCTATATTTTGGACAAGTAAGGCCACTTA 

The following amino acid sequence <SEQ ID NO. 95> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 37: 

KLSVFIPLQTHTPNIQWERNNITAEEVSERHKAVIGSLLNSPRQMLPGSLPWGGLV 
IFLEVVSSSLFSTVLQLPHPSSCLLRSLYPLDSRLLLDVLTFLQQKLSLFLNLFAVH 
RKWKVOR LLFNFLSLFIASWVPFTYITLL KSFCGLSMYQIIDHFIKATFFVFQTSFL 
YFGQVRPL 



The following DNA sequence Seq-2624 <SEQ ID NO. 38> was identified in H. sapiens: 

TTATGGTGTTTGTAAGATCTTATTGCCCAAAGAGTCTGTTCTGTCCATCTTATG 

ATATCTGTTTTAACATTAATGATGCTCAGTTGTGTCTAGACCCTAAAAGAAGA 

AGTTTGTATGACTTTCCATGCTGTTATGGTCAGGAATTTAGTTTTAAGCTTTTT 

TGGGGCCTCTAAGCCACAAGGGGATCTGTTCAGTCAGTTCAGTAGAGGGCTT 

AGGATTTATCATCTTTAATTCACATTCCCCCATTTTGGTCAAAATATGCCAAA 

AGTAGCATCAATAGCCAAGCTCTTATTTCATTCCATATTATTACCAGGTGGTG 

TGGCTATCTATCTCAGATATATTCTGTTCTTCAATGGGACCCATATAGCCAAG 

GGACTTATAGCCAAAAGACTTACAGCCAATTAAACATTCTAGGACAAAAGGG 

AATGGAGGTGGGAAGGCATTCATTATTCCTTAAAAACCTTTTGAGCAATATA 
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AGAGCCACAAACCAAAAGCCAAAAAGTAAGCTTACAAAACCGATTTATCTAT 
AAGTTCTATGTGTTGGGCCATCGGCTCTTAGGCATCTGTGAGCCCATCTTTTTT 
GGAGGATCTGAA 

The following amino acid sequence <SEQ ID NO. 96> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 38: 

MVFVRSYCPKSLFCPSYDICFNINDAQLCLDPKRRSLYDFPCCYGQEFSFKLFWG 
LATRGSVQSVQRADLSSLIHIPPFWSKYAKSSINSQALISFHIITRWCGYLSQIYSV 
LQWDPYSQGTYSQKTYSQLNILGQKGMEVGRHSLFLKNLLSNIRATNQKPKSKL 
TKPIYLVLCVGPSALRHLAHLFWRI 



The following DNA sequence Seq-2625 <SEQ ID NO. 39> was identified in H. sapiens: 

AAGGCAGAGGGGGCCAGCAGGGCGGGTTACAGAACCATGATGTGTTTTTAAC 

TGGACTCACTTCTGCCAGTATCTGCCTGACTCTTCAGCCCATGTCTCTTTTCCT 

TGTTGTAATACTAATGGGGGCATTAAGGAGCCAGAGAAGGGGCCTCCGACGC 

CACTGCTTGTACCTCTGGAGTTACATTTAGCGGCATTTATATTTTGTCATGTGA 

AATTCGAAATCCTCATCCAAAATGCAACTGTGGGGGAACTCTCATAGGAATT 

TCAGCCAATTCTGGCTCC 

The following amino acid sequence <SEQ ID NO. 97> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 39: 

GRGGOOGGLONHDVFLTGLTSA SICLTLQPMSLFLVVILMGALR SQRRGLRRHC 
LYLWSYIRHLYFVMNSKSSSKMQLWGNSHRNFSQFWL 



The following DNA sequence Seq-2626 <SEQ ID NO. 40> was identified in H. sapiens: 
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CCCTTCCTCCCCAGCCATACCGTGACCCACCCATAAGCTGGCCCCCTTAGCTC 

TGGCTCACCTGGCTCAGACTTAGAGGTGGCAGGATTCCTGCTGCTCAGGAAA 

TAAGGACTGCTCTTGAGCTCCTCACAGGCCCCAGGAATCCCAACAAAAGCCA 

ACCAAGGCTACCTTCAGGCCTTCCAGAAGGGGGTGGTAGTGTCCTCATCAGG 

TTCCCCAAGTTTAGGGAGAGGGCAGCTGGGCCCAGGGCCCTTCTCCTTGTGG 

CTCAGGATTTAGCCCCACTTACCATGGTGCAGCCCCAGCCTTCCAGCCAACCC 

AGCATTAGAGGCAGTGGCTCCTCTTAATGCCAGGCCCTAGTTGGCTCAGGCA 

TAATCCAGCCAGGAAACCTCTCACCTTTCCACAGCAATGGCCACCAGTGTGA 

AAACGGAAGCCGACACAGACATGCCCTGCACCAAGCCGCTCATCTTGCATGT 

GGCATTGTCGAAGGGCCACCCTGCAATGACAGAGGCCCCCACAGAGTGAGA 

GATGCCCACGCATCAAGAGCCAGAGACTGAAAGCCCTCCAAGCCAGGTCCCC 

TCTGAGCTTGGATCTTTCCTCCATGACCTGCTAGGTGTTATCTGGTCTCTGCT 

The following amino acid sequence <SEQ ID NO. 98> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 40: 

SRDOITPSRSWRKDPSSEGTWLGGLS VSGSCVGISHSVGASVIAG WPFDNATCKM 
SG LVQGMSVSASVFTLVAIAVE REVSWLDYAANGLALRGATASNAGLAGRLGL 
HHGKWGILSHKEKGPGPSCPLPKLGEPDEDTTTPFWKARPWLAFVGIPGACEEL 
KSSPYFLSSRNPATSKSEPGEPELRGPAYGWVTVWLGRK 



The following DNA sequence Seq-2627 SEQ ID NO. 41> was identified in H. sapiens: 

AAACTCCCAAACGATAGTAACTTAAATAACTTAGGTCTTTAATACTCTCTTCA 

GTAAAAGAATTCTAGTAGTTGGAGAGTCCACCATCCCTAGGAATGTAGTTCTT 

GTCCTCATGGTTCAATATAGCTGCTGATGCTCCAGCCATTACAGCCACATTCC 

AGACAGCAAAATATGGAAAGAGAATGAAGAGAAGAAGAGCGTGCCTAGGAG 

TCCCATGTATTATTTCCATATATATTTGGGCAGAACCTAGTCACAGGGCCACT 

CCATACGTATCTGTTAGCTATTGCTACATAGCAACCACAAAATTTCCATGTCA 
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TACAACAC ATATCTGC AGGTTGGC TAGGGT1 C AGTTCCTCCATGCTGGTCTCA 

GACAGGCAGTTCTGCTTCGGGTTACAGTGGCTGAGCTGATTCCATTTCTCACT 

GCAGGTCTGTGTTTCAGTTGAGTGACTGTCCCATGTGCCTTTCATCTTCCTTGG 

GTTGATGAAAGGAAGCCACATCTTTCAACAGGGCTAGCCACA TCTGTTCCTC 

ATGGCCCAAAGAGACACCAAAGAGCAGATAGAAATAGGTGAGACCTCTTAA 

GGTCTAGACTCAAAACTGGCACACTGCCACGTCTGTTCACAAGCTATTAGCC 

AAAGCATAGATGCATTACCAAGCCCCAAGTCAAGGGCAAGAAGTACAATCC 

ACC 

The following amino acid sequence <SEQ ID NO. 99> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 41: 

TPKRT.KTRSTJLSSVKEFL ESPPSLGMFLSSWFNIAADA PAITATFQTAKYGKRMK 
RRRACLGVPCIISIYIWAEPSHRATPYVSVSYCYIATTKFPCHTTHICRLARVQFLH 
AGLROAV LLRVTVAELIPFLTAGLCFSVTVP CAFHLPWVDERKPHLSTGLATSVP 
HGPKRHQRADRNRDLLRSRLKTGTLPRLFTSYPKHRCITKPQVKGKKYNP 

The following DNA sequence Seq-2628 <SEQ ID NO. 42> was identified in H. sapiens: 

ACAATAATTTGTTGTATATTCCAAAATAGCTAGTAGTGTAATGTTTCCAATAC 

AAAGAAAAGATAAATGTTTGTGGTGATGCATATTTCAAGTACCCTGATCTGA 

TAATTGCACATTGTATACATCTATCAAAATATCAGCAGTACCTCCAAAATATG 

CTCAATTATTGTATAAGTACAAAAAAATTTAAACAATTATAATGTATTATTTA 

TTTCTAAATGGTTTATTAGATTTAAAATTTTCTTGGTGTTTAATTTTTTCATAT 

ATTACCTTATACCCTTTAACTTCCTAAAATATATTAGGTCTTCATATTTTAGAG 

TAAAATTCTGAAAATCCTTTGAGTATCTGATTTTACAATCTTTTCTTCCACTGA 

TTTTCCCTTAGCAATGGCCTGTTTAAAGTGTTGTGATGATGTTACTGAGAAAT 

GGGCTGGCTACCTGATGCACATAGAAGCCAATACTATGGCAGTGGTTTTCTA 

GAAAAGAAAAGGCTTTACTGTGAGTCTACTGGCAAGGAGACAGGTGGCAAC 
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ACTCAAATCTGTCTCCCTGAACTGAGGATGGTGGGGT 

The following amino acid sequence <SEQ ID NO. 100> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 42: 

TIICCIFQNSCNVSNTKKRMFVVMHISSTLILHIVYIYQNISSTSKICSIIVVQKNLNN 
YNVLF ISKWFIRFKIFLVFNFFIYYLIPFN FLKYIRSSYFRVKFKSFEYLILOSFLPLIF 
PQWPVSVVMMLLRNGLATCTKPILWQWFSRKEKALLVYWQGDRWQHSNLSPT 
EDGG 



The following DNA sequence Seq-2629 <SEQ ID NO. 43> was identified in H. sapiens: 

CCTCTTACTTGGGCCCCGTTCACTAGTCCTTCAGCCAAACTGCCTCACATGCT 

ATTCCCAGTATGAAAATCTTGCCATTCCCTTTATCTTTTTTCTCTTCTCTCATTT 

ACAGCCCTGTGCTAGTTTCTTCATTCCCTTCAAGTTCTGGCCAAACTTTATTTA 

CCTCTTGACTGACCACTCCATCTAAAATAGTACTCATCACTGTGTATCCCCTC 

AACACACTTTATAGGTCATGGCCATCACCTGATAATGTGTTATGTATTTTTTG 

GTTTACTTGTTGTGTTAGTTCATTCTTGCATTGCTGTAAAGAAATTCCTGAGAC 

TGGGTAATTTATAAAGAAAAGAGGTTTAATTGACTCACAGTTCTGCAGGCTG 

TATGGGAAGCATGTTGCTGGCATCTGCTTGGCTTCTGGGGAGGACTCAGGAA 

ACTTACAATCATGGGGAAGGTGACGGGGGAGCAGGCACATCTGACATAGCA 

GGAGCAGCAAGTGAGCAAAGGGGGACGTGCCACACACTTCTAAGTAACCAG 

ACCTCATGAGAACTCACTATCATGAGAACAGTACCAGGGGATGGTGCTAG 

The following amino acid sequence <SEQ ID NO. 101> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 43: 

SYLGPVHSFSQTASHAIP SMKILPFPLSFFSSLIYSPV LVSSFPSSSGOTLFTSLTTPS 
KIVLITVYPLNTLYRSWPSP DNVLCIFWFTCCVSSFLHCC KEIPETGFIKKRGI.IDS 
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QFCRLYGKHVAGICLASGEDSGNLQSWGRRGSRHIHSRSSKAKGDVPHTSKPDL 
MRTHYHENSTRGWC 



The following DNA sequence Seq-2630 <SEQ ID NO. 44> was identified in H. sapiens: 

AGTATAACAATTCACTGCTTTACATCTCTATATTTTGCTTATCTCAAGTATCCA 

CTTTGTCTGGTATAGTGTGCTCATTCCACAGTTTTTGGCTGTCCTGGGAACAA 

CAATCTAGTGCAACTCCAGCAATGTGAGTTATAGTGCAAATGTCAAACCAGA 

GCAGCATCACCATCTAGAGGTCAAAATGATAACTGCAAACTTTCTCACCTTTA 

TGAGCCTTCCGTATTCTGTATACATAGCAGTTTATGTGAATGTACAGAAAATA 

ATGTTTGCTATTGTTTTCTCTCCAGTTGGGTTTCCAGAAAGAGATCATGGCAT 

AAAGCAGGAACCACCTGTATTTACAGATGGCATAGGGAAGCATACATCGCAG 

AGCCATATATCAGCAGCACTACAGCATGTTTCAACCAAAGATGAGCCTCCCA 

CATGTCAGACAAACCACCTACATTGGGACCACAGCAGTGACAGTGTTTTTTA 

GCACATTCCTGATAATGAAATCTATGTTGAACTCAACATGAATGGCTTTTCCT 

TTCTCTTGGCAGTCAACAGCCTACACCATTCTGCATTTGACTGTTTAGTTTATT 

CTCCCCTCTGGAAAGGCATGACTATGGAAACAGAGTAGAGGATATTTTGGGG 

ATTTATGAAACTATTAATATAATTTACTCTCATTGCTGTGCTTTCTACAAA 

The following amino acid sequence <SEQ ID NO. 102> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID N0.44: 

YNNSLLYISIFCLSQVSTLSGIVCSFHSFWLSWEQQSSATPAMVIVQMSNQSSITIR 
SKLQTFSPLAFRILYTQFMMYRKCLLLFSLQLGFQKEIMASRNHLYLQMAGSIHR 
RAIYQQHYSMFQPKMSLPHVRQTTYIGTTAVTVFFSTFLIMKSMLNSTMAFPFSW 
QSTAYTILHLTVFI LPSGKALWKOSRGYFGDLNYYNLLSEI.CFLO 



The following DNA sequence Seq-2631 <SEQ ID NO. 45> was identified in H. sapiens: 
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TCAGCTTATCTGGTCAATAGCTTTTCGCTCTGTTGCATACCTTGAGCATATGC 

ATCAGCTACAATGTTTATAGGTAGCTGTATGGTGTTTGACACAGCACATGGCG 

TACCTTTAAAACAATTATAGCACTGGGATTTGGATCTGAATTTATGTTGCCTT 

GTCAAAGTTTCCTCTTTGTAACATGGTAGCCTTTTAAATATTAGGCAGCTACC 

TGCAACACTGGGCATTCAGACTAACCCATCAGGCTTATGGCATCTTGCTCTTC 

TCGTTCCCTCTCTGTGTGTTGGTACATCATGTTAGGTTTATGCAGTAGACGTA 

GATAGGAAGCAAGCCAATTGGCTACAGGGTATTGAAAGTCAATTGCTGAGAA 

TGATAAAAGACAAGGATAGCCTTCTCTGCAAAGAAGTGCTAAGAAGATTCTA 

AACGTATACAAGGATCTCAAGAGAAACAGTCCCAGATAGCAACACTATTCAG 

TCTTAGACTATGGCTGATACTATACACTTCTCCAGCTCCTCTGCTCCTCAGAG 

CAGAAAACAGAAGATTTTGAAATGAGCACCACCCCAGCTCCTGAATACAATG 

GTACCTTTCATCTATTTCTGGTGACTTTTATTTTCTTTTGTTGCTGGATCCCCTA 

CATAATTGTAAGCATATCGCAGGCAAGCACAATGGTAAACAGTGGGTGGACG 

CTTCCTC 

The following amino acid sequence <SEQ ID NO. 103> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 45: 

SLSGQLFALLHTLSICISYNVYRLYGVHSTWRTFKTIIALGFGSEFMLPCQSFLFVT 
WPFKYAATCNTGHSDPIRLMASCSSRSLSVCWYIMLGLCSRRREASQLATGYKSI 
AENDKRQGPSLQRSAKKILNVYKDLKRNSPRQHYSVLDYGYYTLLQLLCSSEQK 
TEDFEMSTTPAPEYNGT FHLFLVTFIFFCCWIPYIIVSISQA STMVNSGWTLP 



The following DNA sequence Seq-2632 <SEQ ID NO. 46> was identified in H. sapiens: 

ATAGAACTTGATTATATTGGTATTTTTATTTCAAATTTTCAATTTTTGGAATGG 
CAGAATGTTGCTATTGAAAAGTGTCTTAAAGGTCACCACTGTAACCCCTTCAT 
TGTGCTTGAGACCTGCTCAGCTCCTAAATTTAACAGGGGACGGATCTGAGAA 
ACTGACTCCAAGTTGTAACCTCTTGCTTAGTTTTCTTTCTAGGGAGATATCCGT 
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CTCTCCAAACCTGTCGAAATCTAAATTTATTACCTCTTACCTAATACTTGGTCC 

CCTGTGGACTTCACTTCACTGTTTGTGCTAATAGCCTTTTCATCACCATCTTGA 

CTTTGGATTCTAGAGCATCACCTACTTCCCCATTTTCTGTGACCCTTACATTCC 

TCCTGTCAGTCACTATGTCTGATTTATTGTTCTCCCCTATCTTTTGCCCTTTGC 

AAATCCTCAAGCCCTCATTCTGGTTCAGACCTTTAAAAGGCTGAGTTACTGGA 

GTATAGTGTTACCCAAAGTGAGTTGTTCCATAAAAAATTAGTAAGTTGGAAA 

AAAAAACAAAAAACAAAAAAATACCCTACCCATAAAGTTGGTAAATGTTCCT 

GTAAAAAGGGTTCCTTGGCCAGGTACATGTTAGAATAGCTGGTTAAGTTTCTT 

TGCAGAAAGACTTCTCCTGGCCTTCATTTGTGACTGTG 

The following amino acid sequence <SEQ ID NO. 104> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 46: 

RTLYWYFYFKFSIFGMAECCYKVSRSPLPLHCADLLSSIQGTDLRNLQVVTSCLV 
FFLGRYPSLOTCRNLNL LPLTYLVPCGLHFTVCANSLFITI LTLDSRASPTSPFSVT 
LTFLLSVTMSDLLFSPIFCPL QILKPSFWFRPLKGVTGVCYPKVVPKISKLEKKTK 
NKKIPYPSWMFLKGFLGQVHVRIAGVSLQKDFSWPSFVTV 



The following DNA sequence Seq-2633 <SEQ ID NO. 47> was identified in H. sapiens: 

GCAATTAAGTTTTGTACTGTATGGACAGTGTGAAAAACATTATGGAAAAACA 

ACTTGAAAGAAAATGTGACAGAATTTCTCCTAACAATGTCATTGCTTCAACCA 

GCTACAAATTTCCAACCTAGTTTCTTTCTTTTGCTGTTTCTTCTTTTGTCTTTGA 

TACAATCATACAGCCTCTCTTCCTTGAAGAGATAATAAAAGACTAACAGTTA 

AAAGATCTGGAAGACTCATATTCTTTTCTTTTTCACTGGCTACGGTTTTGAAA 

AGAGGCTGTTGGCTTTTGATTTTTTCTTTTGGGTTCTTTACATCGCCCAATTCA 

AACAGGTCTGCTCTCAAAGAAAACAAATCAAAATTGTCAAGACCTGTGAAGC 

ATGAAAAATAAATTGCTTTTTCCAACTCCAAAAAGCACCAGAAAAGCATTAA 

TTTTGATCTTTTATAAACCTCTATCCCCTATCCTCTAATCTATAGATTTCACAG 
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AATGTTTATATATTCTTCTGTATAATACAGGAGATCAAACCTTATTATGAATA 

AATTGAATTGAACCTGTAATACAACTAATATTTAAACTAGTGTTATTTTGGAG 

TTCAACTAGACACATATAAAACATTTCAAGTGAGATGACACAAATTCCTGGG 

GCTGCCAGTATAAAATAAACAGTCCAGTAAGCTGCATCTACCATGCCGTTAA 

GGGACTCTGTCCTTTTAGCTGGTGGGAGCACAGGCTTCATAA 

The following amino acid sequence <SEQ ID NO. 105> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 47: 

MKPVLPPAKRTESLNGMVDA AYWTVYFILAAPGICVISLEMFYMC LVELQNNTS 
LN1SCITGSIQFIHNKVSPVLYRRIYKHSVKSIDRIGDRGLKIKINAFLVLFGVGKSN 
LFFMLHRSQFFVFFESRPVIGRCKEPKRKNQKPTASFQNRSQKRKEYESSRSFNCS 
FIISSRKRGCMIVSKTKEETAKERNVGNLLVEAMTLLGEILSHFLSSCFSIMFFTLSI 
QYKTL 



The following DNA sequence Seq-2634 <SEQ ID NO. 48> was identified in H. sapiens: 

TCCTGAGAAGACCTGCAGCACAGGGTAAAATATGCAAGGGAGGGCCATATA 

ACTTTTATCTTTACTTAATTTATTTTAATTTACTAATTTTTAAGTATTAACCTAT 

TTTGTTTTTATTAAATCTCTGTGGTTGCACAGAATTCAAATTGCAGCAAAAAT 

CATTCAGGGCTAAACACTGGAAAAATCTCTTAATTCTAAGGTACATGACACA 

ATGGACTCAAAAACAGTTGCTGAGTCCCTTTCACTGGAGAAATTTAAAGAAA 

GGGTATAGAAAAGTTTTGACCAATTCCACCCAATCCTGCATCCCCAATTCCAA 

TCTCAAGGACCAGTTTCCATCTGATCTCTCTCCACCTACAGATGGTGGTCCTG 

AATCTCCAAATCAACAAACCAAAAACTGAATCCATCATCTTCTCACACCTGG 

TTTTTCCTTCCAACTCCCTCATTTCTGTGACCTGCCCCATAACCTTACCAGGAA 

TCCAGCCCCCAAAGCAGGGTGGACTCCTCCCTCTGCAATGGACACCAGGGAT 

TCAGGTCCTGTTGCTGGCTCCAAAATGCCCACAATGCCCTGTTCTCCCAAATC 

AGCACATTCAACAGT 
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The following amino acid sequence <SEQ ID NO. 106> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 48: 

SEDLQHRVKYAREGHITFIFTFILIYFLSINLFCFYISVVAQNSNCSKNHSGLNTGKI 
SFGTHNGLKNSCVPFTGEIRKGIEKFPIPPNPASPIPISR TSFHLISLHLQMVVLNLQI 
NKPKTES IIFSHLVFPSNSLISVTCPITL PGIOPPKOGGLLPLQWTPGIQVLLLAPKC 
PQCPVLPNQHIQQ 



The following DNA sequence Seq-2635 <SEQ ID NO. 49> was identified in H. sapiens: 

TTTGACTTAACCCTTTGTAGCCCAGGTAATAAATCCAAACTCAGCAAGTATGG 

GCTGGACCCCAGTAGCTCTGTGGTTGCCACTTTTTGGCCCATATTGAACCGAC 

GTCCCCTTGGCATCTACCAGGGACTCCTCAGGGAGAGTGTGGGAATGATGGG 

GGAAGACTCGTCACTCTTTTGTAGAGCGTGGGGCAGATGATAGCAGAGACCT 

TCCAGGGCCCAGGGCTGGGGTCTTGTCTTCCTTGGATGTGGTCTAGCGTTGCT 

CCAGATGGTGGGTTTGTGGCAGGTGGGGCAGAAGCAGATGATGCAGTTGAGG 

CGGGTCTCTGGTAGAGAGTGATGTCAAAGATGAGCACTCCTTTTATCCCCTGA 

CTCTTCTGAGGATGGCTGCCTCCTTGGTGAGCCACTTGGAGGTCTCAGGCCGA 

TCATGCGGGATGGTGGCCCAGATGAGGAAGGGGATCCAAGGCGGTGGCCTTC 

CCAGATGCACTGGGCCCCAGCCCTTCTTCCTAGCTTCGGCTGATTACTGTGGG 

CTTCAGCAACCAGGGCCTACCTGTAGGTCTCCACATTTGTAAGCACCACAGA 

ACCCAGTGCATCTTTGTGCACTCAAATCGCCCTTGATCCAGGGGTATTTTCTC 

ATTCAGAACACACTTTGAAAGGCGGCCATTCCCCTTCTGGAGAAAGCCTGGA 

GAATCTACAGTGCCCTTAATTACAGTG 

The following amino acid sequence <SEQ ID NO. 107> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 49: 
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HCNGHCRFSRLSPEGEWPPFKVCSEENTPGSRAIVHKDALGSVVLTNVETYRAL 

VAEAHSNQPKLGRRAGAQCIWEGHRLGSPSSSGPPSRMIGLRPPSGSPRRQPSSEE 

SGDKRSAHLHHSLPETRLNCIICFCPTCHKPTIWSNARPHPRKTRPQPWALEGLCY 

HLPHALQKSDESSPIIPTLSLRSPWMPRGRRFNMGQKVATTELLGSSPYLLSLDLL 

PGLQRVKS 



The following DNA sequence Seq-2636 <SEQ ID NO. 50> was identified in H. sapiens: 

AGATGCCCAGACACCTTCACTTCAGCAGACAAGGGGCAGAGTCCTGGAAAAT 

CTAGGCAGGGAAGACTTGCGCCTCTAAGAGTAAAAGGCCTCCCAGAGAGGA 

CATGGATGAAAGGAGGACCACCTTCCAATGCCACTCTCCAAAGCAGGAAACA 

TCCAAATAAAGGATGTTGATTTTCAGGACCCCATCCCTTCATGAGTGCTTACA 

CAACTGGTATATCCTCTCCCGTCTCTTCCTCTGGTAGCCAAGACCTTATACCA 

GTTTGAGTATCCTTTATCCAAAATGCTTGGGGTCAGAAGTGTTTTGAATTTCA 

GATATTTTTA A ATTTTGGA ATATTTATATC AT AC CTCTTGGTTGA AC CTTC C AG 

ATACAAAAATCTGGAGTCCAGTGAGTATTTCCTTTGAGTGTCATGTCAGTGCT 

CAAAAAGTTTTAGATTTTGGAGCGTTTCAGATTTCAGGTTTTTGAAATTGGAA 

TACTCAACCTGTACTCTCTGTCCTTGTTCTACCTCTACCAGACCCTCCCCCACA 

GGAATGAATTTAGATCTGAAAA 

The following amino acid sequence <SEQ ID NO. 108> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 50: 

FRSKFIPVGEGLVEVEQGQRVQVEYSNFKNLKSETLQNLKLFEHHDTQRKYSLDS 
RFLYLEGSTKRYDINIPKFKNINSKHFPQAFWIKDTQTGIRSWLPEEETGEDIPVVA 
LMKGWGPENOHP LFGCFLLWRVALEGGPPFIH VLSGRPFTLRGASLPCLDFPGLC 
PLSAEVKVSGH 



The following DNA sequence Seq-2637 SEQ ID NO. 51> was identified in H. sapiens: 
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TCATCCTCCGCTGTCTATTTTGAGCTGTGAGTTTATCCACAAAGGAACAGAGC 

TGAAATGAAACAATTTCACCACAGTAACTTGTTAATCGGGCATCCTTTAAGTA 

TGCTGGATTTAACACTGGAAGTTCTT'ITGAAGACTCTGAAAGTTTTCTTTAAT 

CGTCATGAGATTTTTCCAAACTAAGTTCATGATATGGATTTTTTTCACTGTATC 

TAGCTTAAGTCACATTTCAATTCAAATCTAAACCTAAACTGATGGAGCTGGA 

GCTAGTGACTTCAGGCAATTGGCATCTTTTCGCTGAATACAAACATCCTATTT 

AAAAGACCAAACACATGACTCCATTCAAAAATTAAAACAGTCATGTGTAGTG 

AAACAGCAAGAACACGGTCTGAGAAACGTGTCCTTGCACACACAGCGTGAAT 

GCACTCACGCAAGCCTAGACGGTGCGGC TGCCGCACACCAGGCCCTGTGGTA 

CAGCCTGTCAATTCCAGGCCCCAAGCCTGCATACCATGTTGCTGTGCGGGAC 

GCTGCCGGCGGCTGTAGCACAATGCTAAGTATCTGTGTATCTCAACACAGAA 

GAGGIAGAGTAAAGTACAGTATTATGATCGTACGGGACGCGTGTTGTACACA 

CAGTCTATCATTGATGGAAGCATCGTTATATGGCACATTACTGCACTGTAAAA 

AGACACCAAACTTCGGCCGGCGCAGTGGCTCATGCCTGTAATCCCAGCACTT 

TGGGAGGCTGAG 

The following amino acid sequence <SEQ ID NO. 109> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 51: 

SASQSAGITGMSHCAGRSLVSFYSAVMCHITMLPSMIDCVYNTRPVRSYCTXLYL 

FCVEIHRYLAL CYSRRQRPAQQHGMQAWGLELTGCTTGPGVRQPHRLGLRECIH 

AVCARTRFSDR VLAVSLHMTVLIFEWSHVFGL LNRMFVFSEKMPIASHLOLHQF 

RFRFELKCDLSIQKKSISTFGKISRLKKTFRVFKRTSSVKSSILKGCPINKLLWNCFI 

SALFLCGTHSSKTAED 



The following DNA sequence Seq-2639 <SEQ ID NO. 52> was identified in H. sapiens: 
TTCTTCCTTTTCCTTTCATTATCATTTTCTTTTTGTCTCAAAATAATGAAAAAT 
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GCATAAGGGTCTG rAGAGAGAAGAAAATGTCCTTGCCCATGAACTTCTTGCA 

GGTATTTATCTTGCTTCTTTATCTTACTAAAAATAGAATTGAAAGTTTTTCATT 

TTTTGTTTTTCAATTTTAGAGGATACAATGGAGATTCAGGAACGAATAGAAA 

ATAGTTTTAAGTCTTTACTAGACCAGTTAAAAGGTAAGTTTTCCTACTGTAGA 

TTCCTGTATTTGTATCTGGTTGTATGGCAATAGCTTCGAAGTTCTTTCCCCTAT 

TCCCAAGCCCAATCACCCAGAGATAAGTAAGTAGTTTTAACACTTTGGAGTC 

AATACTCCTAGATGCCACCTAAACACATATGTGTGTGAATGAAAATACAGAT 

AAAAAGTAATCTTTAAACATAGGAAATGGTGTAATCCATGCTTTTTTGACTTT 

AATTTTTTrGTTATTTTGGATACCTTTCCATGTCAGTTATATATACCCCATTTA 

TTTTCAAGACTGCGTAATATTCTATAGTATTGTATTAACATTTTTTATGTTATC 

GCAATTGGTGACATATTATGTATATGAGTTATTTCTTCTACTGATGCTGAAAT 

GAATATCTTGGGACAAATTGTTAGGGGTATTATTTGAGTCCTTCCTTGGGATT 

AAATT 

The following amino acid sequence <SEQ ID NO. 1 10> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 52: 

FFLFLSLSFSFCLKIMKNAGSVERRKCPCPTSCRYLSCFFILLKIELKVFHFLFFNFR 
GYNGDSGTNRKFVFTRPVKRVFLLIPVFVSGCMAIASKFFPLFPSPITQRVSSFNTL 
ESILLDATTHMCVNENTDKKSL NIGNGVIHAFLTLIFLLFWIPFHVS YIYPIYFODC 
VIFYSIVLTFFMLSOLVT YYVYE LFLLLMLKISWDKLLGVLF ESFLGIK 



The following DNA sequence Seq-2640 <SEQ ID NO. 53> was identified in H. sapiens: 

CTTTTGAGGATTAAAAATTCCTGCTTACTGTCGTTATAACACGGGGATTAATA 
AGCACCTTACTGGAATCTCTCACCTACCATAATTTTAGTATGCTATGTGAGGG 
AATGAACAGTCTCACACATTTAATAATGACTACTCATATAATGCTTTTAATTG 
GTAATGACCTATATGAAACATGATATAGAAAACACATTACAGCTTCTCAAAT 
GACCCCTATAAGTTAACCAATTGCTTAGGTTTCTGACAAATTTGAATCTGGCC 
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CCATGCACCTTTGCTGGGCCCCACAAAACAAGGAGG'l AGA1 TATTTATGAAG 

GTCAACCACTCTGGCAATATCACCATTAAATATCAAGCTCATCTGCCCCATAG 

CTCCTCCATCTTCAGGTCCAGGACTCTGGATTGGAATGACCTACCTCCACATT 

CAGTTCTGTAAGTCATTAGGCATCATCCAAGATGGTAGATGATGAATAAATG 

GACAATGACTTAAGCTTTTTTTACTCTCTCATCCATTCCAATGCTTTCTTCCCT 

GGTCTTTGCTCATTATTTCCATGTTATTTAATATATATTTGGAAGAATTCATGG 

CAGTGATAACAATAATGGCTACAATTTTTTATTACCTATGTATGCCAGGCATT 

GTGCTAAGTGCTTCAGGTATAAGATCTTGTAAGGGATTGGTTACATTTTACAG 

ATGGTAAGACTGGGATTCAGATGTTAGTTGCCTGTTTAAGTCAATAA 

The following amino acid sequence <SEQ ID NO. 1 1 1> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 53: 

FEDKFLLTVVITRGLISTLLESLTYHNFSMLCEGMNSLTHLIMTTHIMLLIGNDLY 

ETYRKHITASQMTPISPIAVSDKFESGPMHLCWAPQNKEVDYLRSTTLAISPLNIK 

LICPIAPPSSGPGLWIGMTYLHIQFCKSLGIIODGRINGOLKLFLLSH PFOCFLPWSL 

LIISMLFNIY LEEFMA VITIMATIFYYLCMPGIVLS ASGIRSCKGLVTFYRWDWDS 

DVSCLFKSI 



The following DNA sequence Seq-2641 <SEQ ID NO. 54> was identified in H. sapiens: 

CTCTTCTCCCTAGGTGGTTTGCTGGCAATCTTTGGCATTCCTTAGCTTGTGGAA 

GTATCACTCCATCTCTGTCCTGATTTCTACATGGTGTTCTTCCTGTGTGCATGT 

CTGTCTCCAAATTTCCCCATTTTATAAGGACACAGTCATACTGGATTCGGGCT 

CATTCTAAAGACCTCATTTAATTTAATTCCATAAAGACCCTATCTCCAAATAA 

TGTCACATTCTGTGGTACTGGGGGTTATGACTTAAACATATAAATTTTAGGGA 

GACAAATTTGAACCTCTAACAGTACTGAACATCCAGGATGGAAGAACATGGT 

ATTAGGTTGAGCCAAACACAGTTGCTTACGTTTTGGTTTTCCTCACCAGGACA 

AGAAACCCCCAGTGCAGGAAAATTGGAGACATGGAAAACAGGGCTTAAGTA 
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AACA 

The following amino acid sequence <SEQ ID NO. 1 12> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 54: 

SSPVVCWQSLAFLSLWKYH SISVLISTWCSSCVHVCLQI SPFYKDTVILDSGSFRP 

HLIFHKDPISKCHILWYWGLLKHINFRETNLNLQYTSRMEEHGIRLSQTQLLTFWF 

SSPGQETPSAGKLETWKTGLKT 



The following DNA sequence Seq-2642 <SEQ ID NO. 55> was identified in H. sapiens: 

TTATTATACTCAACACTGCTAGGAAAGAATCAGTGATGTTGAAGATATATAT 

ATATATATTTGCTTGTGTATTTGTGTGTGAGAGACACACATAGAAAAAAAGA 

GAGAGAGAAATATATTGGTTGACACTGGCTTCTTTGAAAAAAGGCAGTTTAG 

TAACAATGGCCTTTACTAGACAGACATGTTAGAAGGCAGCAGGAGAAAGGG 

AATGTGGTATCAGATATTTTCTGTAAAAGGTTTGTTATTAATATTCATGTGGC 

AAATTGTAGCTGATGTCAAAGTAGTTATAAAGCAAGGGGAACACAATTCTTT 

TACAGCAATGTTGAGGTCTAAGAAACATAAAACAAATACCTGGTAAGTACCA 

TGCATATATACATACATAAACAATCAATAACTCACAAAACATTCACATATTTG 

CAACACTGCTTTTCAGTTTATGCAGTTTATTTTTTGTTCTTTTTAAGCTTTTTAT 

TATAGTGAATGTCTTATATTTCATTAAAAGTTTTGATATTATATGTGAAACAA 

CAGTTCTGATAAAGCAATATCTAGATAAAGGCTATTACTTACCTTTCTCAAAT 

TGATAGATTTTCTCCTTGTAACAAGCTCTGATATAAAATATGATAATTTGTTG 

AAAACTTTTACACATTCAAAACTAAATTATCATATATTTAATGAGACTTTGGG 

TGTGTATGTGTGAGTGTGTGTCTGTGTGT 

The following amino acid sequence <SEQ ID NO. 1 13> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 55: 
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HTDTHSHIHTQSLIKYMIIFMCKSFQQIIIFYIRACYKHKIYQFEKGKPLSRYCI-IRT 
VVSHIISKLLMKYKTFTIIKSLKRTKNKLHKLKSSVANMMFCELLIVYVCIYAWY 
LPGICFMFLRPQHCCKRIVFPLLYNYFDISYNLPHEYQTFYRKYLIPHSLSPAAFHV 
CLVKAIVTKLPFFKEASVNOYISLSLFFYVCLSHTNTOAN IYIYIFN1TDSFLAVLS1I 



The following DNA sequence Seq-2643 <SEQ ID NO. 56> was identified in H. sapiens: 

AAAACTTGGTTTTTTAAAGCAAACACAGAAACAATGTAATATAGGTCTTATT 

ACATATGTAGGAAATAAAAATAATATGTATGACGACAACAGTAGTCTAAAAT 

TCAGGAGACAGAGAATGGAAGTACATTGTTGCAAGGTTTTCTAATACACATG 

TACAAAGTGGTATAATGTTACTTGAAAGATAACTGTGATAAGTTAAAGACGT 

AATCAATGACACTATATCAACCACTAAAATAATACAACAAAGGATATACGAA 

ATATTTTTAAAAGTATAATTAACCCAAAAGAAAGCATAGAGGAAAAAGGGA 

ACAAAGAATAATAGATGGAATAAACAGAAAAAACTAGCCAGCTGGTAAATT 

TAAAACCGATCATATACATATTCACATTAAATACAAAAAGTTTAAACACTTC 

AAAGTCAAGTCAGAGGTGTCATATTGGATAAAAAGAAAGACTCAACTATATG 

TTACCTATAAGGAATGCACTTTAAATATACAAACATATTAAAATAAAAAGAT 

GAAAAGTTATATACAATGTTAATACTCATCAAAATAAAGCTAATGAGGCTAT 

ATTCATATTAAAAAGTAGGTTTTAAAGCAAAGATTAC 

The following amino acid sequence <SEQ ID NO. 1 14> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 56: 

SLLNLLFNMNIASLALFVLTLYITFHLFILICLYISAFLIGNILSLSFYPIHLLDFEVFK 
LFVFNVNMYMIGFKFTSWLVFSVYSIYYSLFPFSSMLSFGLIILLKIFRISFVVLFW 
L1CHLRLLITVIFOVTLYFIFVHVYKTLOOC T SILCLLNFRLLLSSYILFLFPTYV1 RPI 
LHCFCVCFKKPSF 



The following DNA sequence Seq-2644 <SEQ ID NO. 57> was identified in H. sapiens: 
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TCAAGTCCATGCTTTTACGGAAAGACCCCAGTTCCTGCCTCTTCTATATATTT 

ATCTACCTTGTGGTGAAGAGCA TGTGTGTGCAACACCTTTGCCTGAAATGGTA 

TGGTTTGGCATTAATGAATTGTGGGTCCATTGAAAAGAAATCTCCTCTTGTTT 

CTCGTGTTATGGACAGTTCAAGGTTTGCCTTAGAACTAACTTCAAGGAAAAGT 

AGCAGAATCGTAGGAAGGGACAATCTTGCCTTCAGTCCCACCCTCTGTTCCG 

GGCAGGTCTGGGTGGCTATCTTCTTTCGGGGGCTTTTCCTTGCAGAAGAACTT 

CTTCAGCATGTCCTGGATTTCCTTCTTAATGGTCTTGTGCATGTAGCCATAGA 

CATAGGGGTGGATGCAGCACTGCAGGAAGAAAAGCCAGATGATTATGGTGA 

TCACCCACTGGGGTACCTGGGTTTCGACATCCACCCACACGGCCAGGACTGC 

TAAAAAGCAGTAGGGCCCCAGGGATAGCACATAGGAGAAAATGATGATGAA 

GATCACTTTAGCAGCTTTGCACTGGTAGCACCTGGGCAGAGGAGGGTTGCTG 

TTGCTGTTACGACGACTGGGTGGGAGGCTCTCCGGGATGTTCACTGCCTCGAC 

GTCATCCTCACTGAAATTGATGTCGTCTTCACCAAACTCCATGTCATCTTCAC 

CCAAGTCAATGCTGCACTGGTTGACCTCTGTGCGACCCTTGTCTGCCTTCATG 

CTGTTCTCCTC 

The following amino acid sequence <SEQ ID NO. 1 15> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 57: 

EENSMKADKGRTEVNQCSIDLGEDDMEFGEDDINFSEDDVEAVNIPESLPPSRRN 
SNSNPPLPRCYOCKAA KVIFIIIFSYVLSLGPYCFLAVLAV WVDVETQ VPQWVITII 
IWLFFLOCCIHPYV YGYMHKTIKKEIQDMLKKFFCKEKPPKEDSHPDLPGTEGGT 
EGKIVPSYDSATFPSFGKPTVHNTRNKRRFLFNGPTIHCQTIPFQAKVLHTHALHH 
KVDKYIEEAGTGVFPKHGL 



The following DNA sequence Seq-2645 <SEQ ID NO. 58> was identified in H. sapiens: 
AGTGGAAAGACCACACCTAGGAACCGACTCTAGCTCTTACCACCCTGTAAGC 
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CTGAGGC'rCAGTTGCTGTCCCTGGAGAACAGAAAACATAATCATGGCTATTC 

TGAGGGTCAGGGGCAAGTGCTTTGCAAGTGGGATTGTGGTGGGCAGTGGGAG 

GGATTCTGGGGTTCACTGTCATGCTAGTTGTGTAACTGGGCAATGCAACCGTG 

TAAGTGTCAGGAAACCCTCAATAAGACTGAGCCAGAGGCCAATAAGAAGCC 

AGCATTTACATGATGTTCTTTTCCTTTTTGTAACTAGGAAATTTCGATTTGCAC 

AC TG ATTTGGC CC AC C ATTCCTGG AG AGATC TC GTGGGATGTCTCTTTTGTTA 

CTTTGAACTTCTTGGTGCCAGGACTGGTCATTGTGATCAGTTACTCCAAAATT 

TTACAGGTATGTTTTCTGCAAGTGCTGCCACTGAACTTCACCCAGGCTTGGGG 

TTATTTCTGCTAGAATCTTAGAATTTGGGGTCGGAGAACACCTAAGAGTTCAC 

GCCAGCTCAATCTTGATTCACTGCCCAGGTCTACAACACTGAGGAAGGAGAG 

GATTTTTTTAGAAGTTATATCTTTGTGATTATGTTTTTTGCTCATCACTAAAGT 

AATACT 

The following amino acid sequence <SEQ ID NO. 1 16> is the predicted amino acid 
sequence derived from the DNA sequence of SEQ ID NO. 58: 

SGKTTPRNRLLLPPCKPEAQLLSLENRKHNHGYSEGQGQVLCKWDCGGQWEGF 
WGSLSCLCNWAMQPCKCQETLNKTEPEANKKPAFTCSFPFCNEISICTLIWPTIPG 
EISW DVSFVTLNFLVPGLVIVISY SKILO VCFLOVLPLNFTOAWGYFC NLRIWGRR 
TPKSSRQLNLDSLPRSTTLRKERIFLEVISLLCFLLITKVI 
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